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2021 CPT Code Changes Reference Guide



Background

Current Procedural Terminology (CPT) was created by the American Medical Association (AMA) in 1966. It is designed to be a means of effective and
dependable communication among physicians, patients, and third-party payers. CPT provides a uniform coding scheme that accurately describes medical,
surgical, and diagnostic services. CPT is used for public and private reimbursement systems; development of guidelines for medical care review; as a basis for
local, regional, and national utilization comparisons; and medical education and research.

CPT Category | codes describe procedures and services that are consistent with contemporary medical practice. Category | codes are five-digit numeric codes.
CPT Category Il codes facilitate data collection for certain services and test results that contribute to positive health outcomes and quality patient care. These
codes are optional and used for performance management. They are alphanumeric five-digit codes with the alpha character F in the last position. CPT Category
Il codes represent emerging technologies. They are alphanumeric five-digit codes with the alpha character T in the last position.

The CPT Editorial Panel, appointed by the AMA Board of Trustees, is responsible for maintaining and updating the CPT code set.

Purpose

The AMA makes annual updates to the CPT code set, effective January 1. These updates include deleted codes, revised codes, and new codes. It’s important for
providers to understand the code changes and the impact those changes will have to systems, workflow, reimbursement, and RVUs. This document is meant to
assist you with this by providing a summary of the changes; a detailed breakdown of this year’s CPT changes by specialty, and HCPCS Updates for your reference.
Please review this information in detail and direct any questions to Revenue Integrity.
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Summary of CPT / HCPCS Code Changes

Total CPT Changes (from AMA file)

Crosswalk (deleted with replacement code(s)) 21
Straight deleted (deleted with no replacement) 25
New 100
Material revision of description 61

*All newly added and newly revised codes have an effective date 01/1/2021

Annual Update Content

Evaluation & Management

2021 Evaluation and Management Revision

CPT Cat lll ‘ #

Add

83

Deleted

174

Prolonged Evaluation & Management

2021 Prolong Evaluation & Management Revision

Prolonged Evaluation & Management (IP or OBS)

2021 Prolonged Evaluation & Management (IP or OBS) Revision

Prolonged Chronic Care Management Services

2021 Prolonged Chronic Care Management Service Revision

Prolonged Clinical Staff

2021 Prolonged Clinical Staff Revision
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Audiology
Crosswalk: Deleted with Replacement Code

Deleted Replacement
FY 18-20 | FY 18-20
L. wRVU 2021 ..
CPT 2020 CPT description Volume Charge Added CPT 2021 CPT description
Impact Impact
Auditory evoked potentials for evoked Auditory evoked potentials; screening of auditory
response audiometry and/or testing of .25 92650 |Potential with broadband stimuli, automated
the central nervous system; limited analysis
92586 0.11% 0.06%

Auditory evoked potentials; for hearing status
1 92651 |determination, broadband stimuli, with
interpretation and report

CPT 2021 CPT description WRVU 2021
: Added
92653 Auditory evoked potentials; neurodiagnostic, with interpretation and report 1.05
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Surgery (Bariatric, Colorectal, General, Plastic, Podiatry, Transplant, Oncology, Vascular)

Crosswalk: Deleted with Replacement Code

transfer; scalp, arms, or legs

Deleted Replacement
FY 18-20 FY 18-20
L. wRVU 2021 ..
CPT 2020 CPT description Volume Charge Added CPT 2021 CPT description
Impact Impact

Grafting of autologous fat harvested by liposuction

6.73 15771 technique to trunk, breasts, scalp, arms, and/or legs; 50 cc

Mammaplasty, augmentation; without or less injectate
19324 prosthetic implant -04% 12%

Formation of direct or tubed pedicle, with or without

Al 15772

FY 18-20 FY 18-20
CPT 2021 CPT description Volume Charges
Impact Impact
19366 Breast reconstruction with other technique .01% .03%
69605 Revision mastoidectomy; with apicectomy 0.00% 0.00%
0396T Injcra-operative l'Jse of {(i'netic balance senfor for implant stability during knee replacement arthroplasty 0.00% 0.00%
(List separately in addition to code for primary procedure)
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Material revision

FY 18-20 FY 18-20
CPT 2021 CPT description Scope of Revision V;(I:\z/f Volume Charges
Impact Impact
11970 Replacement of tissue expander with permanent implant "prothesis". w.as replaced with "implant" for the 249 03% 09%
2021 description.
Removal of tissue expander without insertion of implant "s" was removed from expanders and
11971 "prosthesis" replaced with "implant" for the 7.02 .06% .09%
2021 description.
Breast reduction "mammaplasty" was removed and "Breast" was
19318 added for the 2021 description. GE s o
Breast augmentation with implant "Mammaplasty," and "prosthestic" was removed
19325 and "Breast" was added for the 2021 description. 864 65% 3.08%
Removal of intact breast implant "mammary" was replaced with "breast" for the
19328 2021 description. 6.48 -14% 38%
Removal of ruptured breast implant, including implant contents (eg, |"mammary" and "material" was removed, and
19330 saline, silicone gel) "ruptured breast_" anc! j'including implant 01% 03%
contents (eg, saline, silicone gel)" was added for 9.00
the 2021 description.
Insertion of breast implant on same day of mastectomy (ie, "prosthesis following mastopexy," "or in
19340 immediate) reconstruction" was removed, and " implant on 10.48 19% 1.04%
same day" was added for the 2021 description.
Insertion or replacement of breast implant on separate day from "Delayed" "prosthesis following mastopexy," and
19342 mastectomy "orin reconstructioh" was removed, and "or 999% 1.03%
replacement" and “implant on separate day 12.63
from" was added for the 2021 description.
Tissue expander placement in breast reconstruction, including "immediate or delayed," was
19357 subsequent expansion(s) removed,"placement in" and a "s" was added to 18.5 .28% 2.21%
expansion for the 2021 description.
Breast reconstruction; with latissimus dorsi flap A semi-colon (;) was added after
19361 "reconstruction”, and "without prosthetic 23.36 .01% .07%
implant" was removed for the 2021 description.
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Material revision

FY 18-20 FY 18-20
CPT 2021 CPT description Scope of Revision wWRVU Volume Charges
2021 Impact Impact
Breast reconstruction; with free flap (eg, fTRAM, DIEP, SIEA, GAP A semi-colon was added after "reconstruction",
19364 flap) and "(eg, fTRAM, DIEP, SIEA, GAP flap)" was 4258 .03% A7%
added for the 2021 description.
Breast reconstruction with transverse rectus abdominis Breast reconstruction; with single-pedicled
19367 myocutaneous flap (TRAM), single pedicle, including closure of transverse rectus abdominis myocutaneous 0.00% 0.00%
donor site (TRAM) flap 26.8
Breast reconstruction with transverse rectus abdominis Breast reconstruction; with single-pedicled
19368 myocutaneous flap (TRAM), single pedicle, including closure of transverse rectus abdominis myocutaneous 0.00% 0.00%
donor site; with microvascular anastomosis (supercharging) (TRAM) flap, requiring separate microvascular 33.9
anastomosis (supercharging)
Breast reconstruction with transverse rectus abdominis
19369 myocutaneous flap (TRAM), double pedicle, including closure of Breast reconstruction; with bipedicled transverse 3131 0.00% 0.00%
donor site rectus abdominis myocutaneous (TRAM) flap
Revision of peri-implant capsule, breast, including capsulotomy, "Open" was removed and "Revision of peri-
19370 capsulorrhaphy, and/or partial capsulectomy implant capsule," "including" .and 14% 18%
"capsulorrhaphy, and/or partial capsulectomy” 9.17
was added for the 2021 description.
Periprosthetic capsulectomy, breast Peri-implant capsulectomy, breast, complete,
19371 including removal of all intracapsular contents 9.98 0.00% 0.00%

Page 8 of 51



Material revision

RVU FY 18-20 FY 18-20
CPT 2021 CPT description Scope of Revision “21021 Volume Charges
Impact Impact
Revision of reconstructed breast (eg, significant removal of tissue, |"'(eg, significant removal of tissue, re-
re-advancement and/or re-inset of flaps in autologous advancement and/or re-inset of flaps in
19380 reconstruction or significant capsular revision combined with soft  |autologous reconstruction or significant capsular
. S . . . . . . 11.17 32% 1.26%
tissue excision in implant-based reconstruction) revision combined with soft tissue excision in
implant-based reconstruction)" was added for
the 2021 description.
Arthroscopy, shoulder, surgical; debridement, limited Arthroscopy, shoulder, surgical; debridement,
limited, 1 or 2 discrete structures (eg, humeral
bone, humeral articular cartilage, glenoid bone,
glenoid articular cartilage, biceps tendon, biceps
29822 anchor complex, labrum, articular capsule, 7.03 .01% .03%
articular side of the rotator cuff, bursal side of
the rotator cuff, subacromial bursa, foreign
bodylies])
Arthroscopy, shoulder, surgical; debridement, extensive, 3 or more |3 or more discrete structures (eg, humeral
discrete structures (eg, humeral bone, humeral articular cartilage, |bone, humeral articular cartilage, glenoid bone,
glenoid bone, glenoid articular cartilage, biceps tendon, biceps glenoid articular cartilage, biceps tendon, biceps
29823 anchor complex, labrum, articular capsule, articular side of the anchor complex, labrum, articular capsule, 8.36 .28% 1.16%
rotator cuff, bursal side of the rotator cuff, subacromial bursa, articular side of the rotator cuff, bursal side of
foreign bodyl[ies]) the rotator cuff, subacromial bursa, foreign
bodylies])" was added for the 2021 description.
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CPT 2021 CPT description WRVU 2021
ipti
: Added
30468 Repair of nasal valve collapse with subcutaneous/submucosal lateral wall implant(s) 28
32408 Core needle biopsy, lung or mediastinum, percutaneous, including imaging guidance, when performed 3.18

33741 Transcatheter atrial septostomy (TAS) for congenital cardiac anomalies to create effective atrial flow, including all imaging guidance by the 14.00
proceduralist, when performed, any method (eg, Rashkind, Sang-Park, balloon, cutting balloon, blade) ’

Transcatheter intracardiac shunt (TIS) creation by stent placement for congenital cardiac anomalies to establish effective intracardiac flow,
33745 including all imaging guidance by the proceduralist, when performed, left and right heart diagnostic cardiac catherization for congenital 20.00
cardiac anomalies, and target zone angioplasty, when performed (eg, atrial septum, Fontan fenestration, right ventricular outflow tract, ’

Mustard/Senning/Warden baffles); initial intracardiac shunt

Transcatheter intracardiac shunt (TIS) creation by stent placement for congenital cardiac anomalies to establish effective intracardiac flow,
including all imaging guidance by the proceduralist, when performed, left and right heart diagnostic cardiac catherization for congenital 8.00

33746 . . . . . . .
cardiac anomalies, and target zone angioplasty, when performed (eg, atrial septum, Fontan fenestration, right ventricular outflow tract,
Mustard/Senning/Warden baffles); each additional intracardiac shunt location (List separately in addition to code for primary procedure)
33995 Insertion of ventricular assist device, percutaneous, including radiological supervision and interpretation; right heart, venous access only 6.75
33997 Removal of percutaneous right heart ventricular assist device, venous cannula, at separate and distinct session from insertion 3.00
55880 Ablation of malignant prostate tissue, transrectal, with high intensity-focused ultrasound (HIFU), including ultrasound guidance 17.73
Computer-aided mapping of cervix uteri during colposcopy, including optical dynamic spectral imaging and algorithmic quantification of the 81
57465 acetowhitening effect (List separately in addition to code for primary procedure) ’
69705 Nasopharyngoscopy, surgical, with dilation of eustachian tube (ie, balloon dilation); unilateral 3.0
69706 Nasopharyngoscopy, surgical, with dilation of eustachian tube (ie, balloon dilation); bilateral 4.27
71271 Computed tomography, thorax, low dose for lung cancer screening, without contrast material(s) 1.08
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Cardiology

Crosswalk: Deleted with Replacement Code

Deleted Replacement
o FY 18-20 FY 18-20 WRVU 2021 o
CPT 2020 CPT description Volume Charge Added CPT 2021 CPT description
Impact Impact
External electrocardiographic recording External electrocardiographic recording for more than 48
for more than 48 hours up to 21 days by 0 hours up to 7 days by continuous rhythm recording and
continuous rhythm recording and 93241  |storage; includes recording, scanning analysis with report,
storage; includes recording, scanning review and interpretation
0295T analysis with report, review and 0.00% 0.00%
interpretation External electrocardiographic recording for more than 7
0 days up to 15 days by continuous rhythm recording and
93245 |storage; includes recording, scanning analysis with report,
review and interpretation
External electrocardiographic recording External electrocardiographic recording for more than 48
for more than 48 hours up to 21 days by 0 hours up to 7 days by continuous rhythm recording and
continuous rhythm recording and 93242 |storage; recording (includes connection and initial
storage; recording (includes connection recording)
0296T and initial recording) 0.00% 0.00%
External electrocardiographic recording for more than 7
0 days up to 15 days by continuous rhythm recording and
93246 |storage; recording (includes connection and initial
recording)
External electrocardiographic recording External electrocardiographic recording for more than 48
for more than 48 hours up to 21 days by 0 93243 [hours up to 7 days by continuous rhythm recording and
continuous rhythm recording and storage; scanning analysis with report
0297T storage; scanning analysis with report 0.00% 0.00%
External electrocardiographic recording for more than 7
0 93247 days up to 15 days by continuous rhythm recording and
storage; scanning analysis with report

*Disclaimer: This crosswalk is a recommendation to deleted codes according to nThrive for 2021 updates.
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Crosswalk: Deleted with Replacement Code

Deleted Replacement
FY 18-20 FY 18-20
wRVU 2021
CPT 2020 CPT description Sl Charge Added CPT 2021 CPT description
Impact Impact
External electrocardiographic recording External electrocardiographic recording for more than 48
for more than 48 hours up to 21 days by .5 93244 hours up to 7 days by continuous rhythm recording and
continuous rhythm recording and storage; review and interpretation
0298T storage; review and interpretation No Data No Data

=3 93248
storage; review and interpretation

External electrocardiographic recording for more than 7
days up to 15 days by continuous rhythm recording and

*Disclaimer: This crosswalk is a recommendation to deleted codes according to nThrive for 2021 updates.

Deleted

FY 18-20 | FY 18-20
CPT 2020 CPT description Volume Charges
Impact Impact
94250 Expired gas collection, quantitative, single procedure (separate procedure) .00% .00%
S Atrial septectomy or septostomy; transvenous method, balloon (eg, Rashkind type) (includes cardiac catheterization) .00% .00%
SHECE Atrial septectomy or septostomy; blade method (Park septostomy) (includes cardiac catheterization) .00% .00%
01117 Long-chain (C20-22) omega-3 fatty acids in red blood cell (RBC) membranes .00% .00%
Common carotid intima-media thickness (IMT) study for evaluation of atherosclerotic burden or coronary heart disease risk factor 00% 00%
assessment R S
0126T
External heart rate and 3-axis accelerometer data recording up to 14 days to assess changes in heart rate and to monitor motion
analysis for the purposes of diagnosing nocturnal epilepsy seizure events; includes report, scanning analysis with report, review and .00% .00%
o interpretation by a physician or other qualified health care professional
External heart rate and 3-axis accelerometer data recording up to 14 days to assess changes in heart rate and to monitor motion 00% 00%
03827 analysis for the purposes of diagnosing nocturnal epilepsy seizure events; review and interpretation only SRR Bt
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FY 18-20 | FY 18-20
CPT 2020 CPT description Volume | Charges
Impact Impact
External heart rate and 3-axis accelerometer data recording from 15 to 30 days to assess changes in heart rate and to monitor
motion analysis for the purposes of diagnosing nocturnal epilepsy seizure events; includes report, scanning analysis with report, .00% .00%
— review and interpretation by a physician or other qualified health care professional
External heart rate and 3-axis accelerometer data recording from 15 to 30 days to assess changes in heart rate and to monitor 00% 00%
e motion analysis for the purposes of diagnosing nocturnal epilepsy seizure events; review and interpretation only R R
External heart rate and 3-axis accelerometer data recording more than 30 days to assess changes in heart rate and to monitor
motion analysis for the purposes of diagnosing nocturnal epilepsy seizure events; includes report, scanning analysis with report, .00% .00%
0385T review and interpretation by a physician or other qualified health care professional
External heart rate and 3-axis accelerometer data recording more than 30 days to assess changes in heart rate and to monitor 00% 00%
— motion analysis for the purposes of diagnosing nocturnal epilepsy seizure events; review and interpretation only B R
S Atrial septectomy or septostomy; transvenous method, balloon (eg, Rashkind type) (includes cardiac catheterization) .00% .00%
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Material revision

FY 18-20 FY 18-20
CPT 2021 CPT description Scope of Revision WRVU 2021 | Volume Charges
Impact Impact
Insertion of ventricular assist device’ "left heart," was added for the 2021 description.
33990 percutaneous, including radiological supervision 6.75 0.00% 0.01%
and interpretation; left heart, arterial access only
Insertion of ventricular assist device, "left heart," was added for the 2021 description.
percutaneous, including radiological supervision
0.00% 0.00%
33991 and interpretation; left heart, both arterial and 8.84 0 0
venous access, with transseptal puncture
Removal of percutaneous left heart ventricular |A comma (,) was added after device, and "arterial or arterial and
assist device, arterial or arterial and venous venous cannula(s)," was added for the 2021 description. 0 o
cannula(s), at separate and distinct session from .
insertion
Repositioning of percutaneous right or left heart "right or left heart" was added for the 2021 description.
33993 ventricular assist device with imaging guidance 3.1 0.00% 0.00%
at separate and distinct session from insertion
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CPT 2021 CPT descripti WRVU 2021
escription Added

33741 Transcatheter atrial septostomy (TAS) for congenital cardiac anomalies to create effective atrial flow, including all imaging guidance by the 14.00
proceduralist, when performed, any method (eg, Rashkind, Sang-Park, balloon, cutting balloon, blade)

Transcatheter intracardiac shunt (TIS) creation by stent placement for congenital cardiac anomalies to establish effective intracardiac flow,

33745 including all imaging guidance by the proceduralist, when performed, left and right heart diagnostic cardiac catherization for congenital 90.00
cardiac anomalies, and target zone angioplasty, when performed (eg, atrial septum, Fontan fenestration, right ventricular outflow tract,
Mustard/Senning/Warden baffles); initial intracardiac shunt
Transcatheter intracardiac shunt (TIS) creation by stent placement for congenital cardiac anomalies to establish effective intracardiac flow,

33746 including all imaging guidance by the proceduralist, when performed, left and right heart diagnostic cardiac catherization for congenital 8.00
cardiac anomalies, and target zone angioplasty, when performed (eg, atrial septum, Fontan fenestration, right ventricular outflow tract,
Mustard/Senning/Warden baffles); each additional intracardiac shunt location (List separately in addition to code for primary procedure)

33995 Insertion of ventricular assist device, percutaneous, including radiological supervision and interpretation; right heart, venous access only 6.75

33997 Removal of percutaneous right heart ventricular assist device, venous cannula, at separate and distinct session from insertion 3.00

93241 External electrocardiographic recording for more than 48 hours up to 7 days by continuous rhythm recording and storage; includes 0
recording, scanning analysis with report, review and interpretation

93242 External electrocardiographic recording for more than 48 hours up to 7 days by continuous rhythm recording and storage; recording 0
(includes connection and initial recording)

93243 External electrocardiographic recording for more than 48 hours up to 7 days by continuous rhythm recording and storage; scanning analysis 0
with report

93244 External electrocardiographic recording for more than 48 hours up to 7 days by continuous rhythm recording and storage; review and 0.5
interpretation

93245 External electrocardiographic recording for more than 7 days up to 15 days by continuous rhythm recording and storage; includes recording, 0
scanning analysis with report, review and interpretation

93246 External electrocardiographic recording for more than 7 days up to 15 days by continuous rhythm recording and storage; recording (includes 0
connection and initial recording)

93247 External electrocardiographic recording for more than 7 days up to 15 days by continuous rhythm recording and storage; scanning analysis 0
with report

93248 External electrocardiographic recording for more than 7 days up to 15 days by continuous rhythm recording and storage; review and 0.55
interpretation
Endovascular venous arterialization, tibial or peroneal vein, with transcatheter placement of intravascular stent graft(s) and closure by any

0620T method, including percutaneous or open vascular access, ultrasound guidance for vascular access when performed, all catheterization(s) 0
and intraprocedural roadmapping and imaging guidance necessary to complete the intervention, all associated radiological supervision and
interpretation, when performed
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Hematology/Oncology

melanocytic atypia; six or more lesions

FY 18-20 | FY 18-20
CPT 2020 CPT description Volume Charges
Impact Impact
Staging laparotomy for Hodgkins disease or lymphoma (includes splenectomy, needle or open biopsies of both liver lobes, possibly o )
49220 . . L . . 0.00% 0.00%
also removal of abdominal nodes, abdominal node and/or bone marrow biopsies, ovarian repositioning)
Multi-spectral digital skin lesion analysis of clinically atypical cutaneous pigmented lesions for detection of melanomas and high risk o .
0400T ; . : : 0.00% 0.00%
melanocytic atypia; one to five lesions
Multi-spectral digital skin lesion analysis of clinically atypical cutaneous pigmented lesions for detection of melanomas and high risk o o
0401T 0.00% 0.00%
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Laboratory & Pathology

FY 18-20 | FY 18-20
CPT 2020 CPT description Volume Charges
Impact Impact
Oncology (thyroid), gene expression analysis of 142 genes, utilizing fine needle aspirate, algorithm reported as a categorical result o )
81545 (eg, benign or suspicious) 0% 0%
0085T Breath test for heart transplant rejection .0% .0%

Material revision

analysis, qualitative, and quantitative,if
performed" was removed from the 2021
description.

wRVU FY 18-20 FY 18-20
CPT 2021 CPT description Scope of Revision 2021 Volume Charges
Impact Impact
Chorionic gonadotropin stimulation panel; estradiol response This |", total" was added for the 2021 description.
80415 panel must include the following: Estradiol, total (82670 x 2 on 3 0 0% 0%
pooled blood samples)
Analytes "CCND1/IGH (BCL1/IgH, t(11;14)) (eg,
mantle cell ymphoma) translocation analysis,
major breakpoint, qualitative, and quantitative, if
performed" and "ETV6/NTRK3 (t(12;15)) (eg,
81401 See full description change below: congenital/infantile fibrosarcoma), translocation 0 .0% .0%

Molecular pathology procedure, Level 2 (eg, 2-10 SNPs, 1 methylated variant, or 1 somatic variant [typically using nonsequencing target variant analysis], or detection of a
dynamic mutation disorder/triplet repeat) ABCC8 (ATP-binding cassette, sub-family C [CFTR/MRP], member 8) (eg, familial hyperinsulinism), common variants (eg, c.3898-9G>A
[c.3992-9G>A], F1388del) ABL1 (ABL proto-oncogene 1, non-receptor tyrosine kinase) (eg, acquired imatinib resistance), T315! variant ACADM (acyl-CoA dehydrogenase, C-4 to
C-12 straight chain, MCAD) (eg, medium chain acyl dehydrogenase deficiency), commons variants (eg, K304E, YA2H) ADRB2 (adrenergic beta-2 receptor surface) (eg, drug
metabolism), common variants (eg, G16R, Q27E) APOB (apolipoprotein B) (eg, familial hypercholesterolemia type B), common variants (eg, R3500Q, R3500W) APOE
(apolipoprotein E) (eg, hyperlipoproteinemia type Ill, cardiovascular disease, Alzheimer disease), common variants (eg, *2, *3, *4) CBFB/MYH11 (inv(16)) (eg, acute myeloid
leukemia), qualitative, and quantitative, if performed CBS (cystathionine-beta-synthase) (eg, homocystinuria, cystathionine beta-synthase deficiency), common variants (eg,
1278T, G307S) CFH/ARMS2 (complement factor H/age-related maculopathy susceptibility 2) (eg, macular degeneration), common variants (eg, YA02H [CFH], A69S [ARMS2])
DEK/NUP214 (t(6;9)) (eg, acute myeloid leukemia), translocation analysis, qualitative, and quantitative, if performed E2A/PBX1 (t(1;19)) (eg, acute lymphocytic leukemia),
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translocation analysis, qualitative, and quantitative, if performed EML4/ALK (inv(2)) (eg, non-small cell lung cancer), translocation or inversion analysis ETV6/RUNX1 (t(12;21))
(eg, acute lymphocytic leukemia), translocation analysis, qualitative, and quantitative, if performed EWSR1/ATF1 (t(12;22)) (eg, clear cell sarcoma), translocation analysis,
qualitative, and quantitative, if performed EWSR1/ERG (t(21;22)) (eg, Ewing sarcoma/peripheral neuroectodermal tumor), translocation analysis, qualitative, and quantitative, if
performed EWSR1/FLI1 (t(11;22)) (eg, Ewing sarcoma/peripheral neuroectodermal tumor), translocation analysis, qualitative, and quantitative, if performed EWSR1/WT1
(t(12;22)) (eg, desmoplastic small round cell tumor), translocation analysis, qualitative, and quantitative, if performed F11 (coagulation factor Xl) (eg, coagulation disorder),
common variants (eg, E117X [Type Il], F283L [Type lll], IVS14del14, and IVS14+1G>A [Type |]) FGFR3 (fibroblast growth factor receptor 3) (eg, achondroplasia,
hypochondroplasia), common variants (eg, 1138G>A, 1138G>C, 1620C>A, 1620C>G) FIP1L1/PDGFRA (del[4q12]) (eg, imatinib-sensitive chronic eosinophilic leukemia),
qualitative, and quantitative, if performed FLG (filaggrin) (eg, ichthyosis vulgaris), common variants (eg, R501X, 2282del4, R2447X, S3247X, 3702delG) FOXO1/PAX3 (t(2;13)) (eg,
alveolar rhabdomyosarcoma), translocation analysis, qualitative, and quantitative, if performed FOXO1/PAX7 (t(1;13)) (eg, alveolar rhabdomyosarcoma), translocation analysis,
qualitative, and quantitative, if performed FUS/DDIT3 (t(12;16)) (eg, myxoid liposarcoma), translocation analysis, qualitative, and quantitative, if performed GALC
(galactosylceramidase) (eg, Krabbe disease), common variants (eg, ¢.857G>A, 30-kb deletion) GALT (galactose-1-phosphate uridylyltransferase) (eg, galactosemia), common
variants (eg, Q188R, S135L, K285N, T138M, L195P, Y209C, IVS2-2A>G, P171S, del5kb, N314D, L218L/N314D) H19 (imprinted maternally expressed transcript [non-protein
coding]) (eg, Beckwith-Wiedemann syndrome), methylation analysis IGH@/BCL2 (t(14;18)) (eg, follicular lymphoma), translocation analysis; single breakpoint (eg, major
breakpoint region [MBR] or minor cluster region [mcr]), qualitative or quantitative (When both MBR and mcr breakpoints are performed, use 81278) KCNQ10T1 (KCNQ1
overlapping transcript 1 [non-protein coding]) (eg, Beckwith-Wiedemann syndrome), methylation analysis LINCO0518 (long intergenic non-protein coding RNA 518) (eg,
melanoma), expression analysis LRRK2 (leucine-rich repeat kinase 2) (eg, Parkinson disease), common variants (eg, R1441G, G2019S, 12020T) MED12 (mediator complex subunit
12) (eg, FG syndrome type 1, Lujan syndrome), common variants (eg, R961W, N1007S) MEG3/DLK1 (maternally expressed 3 [non-protein coding]/delta-like 1 homolog
[Drosophila]) (eg, intrauterine growth retardation), methylation analysis MLL/AFF1 (t(4;11)) (eg, acute lymphoblastic leukemia), translocation analysis, qualitative, and
quantitative, if performed MLL/MLLT3 (t(9;11)) (eg, acute myeloid leukemia), translocation analysis, qualitative, and quantitative, if performed MT-ATP6 (mitochondrially
encoded ATP synthase 6) (eg, neuropathy with ataxia and retinitis pigmentosa [NARP], Leigh syndrome), common variants (eg, m.8993T>G, m.8993T>C) MT-ND4, MT-ND6
(mitochondrially encoded NADH dehydrogenase 4, mitochondrially encoded NADH dehydrogenase 6) (eg, Leber hereditary optic neuropathy [LHON]), common variants (eg,
m.11778G>A, m.3460G>A, m.14484T>C) MT-ND5 (mitochondrially encoded tRNA leucine 1 [UUA/G], mitochondrially encoded NADH dehydrogenase 5) (eg, mitochondrial
encephalopathy with lactic acidosis and stroke-like episodes [MELAS]), common variants (eg, m.3243A>G, m.3271T>C, m.3252A>G, m.13513G>A) MT-RNR1 (mitochondrially
encoded 12S RNA) (eg, nonsyndromic hearing loss), common variants (eg, m.1555A>G, m.1494C>T) MT-TK (mitochondrially encoded tRNA lysine) (eg, myoclonic epilepsy with
ragged-red fibers [MERRF]), common variants (eg, m.8344A>G, m.8356T>C) MT-TL1 (mitochondrially encoded tRNA leucine 1 [UUA/G]) (eg, diabetes and hearing loss), common
variants (eg, m.3243A>G, m.14709 T>C) MT-TL1 MT-TS1, MT-RNR1 (mitochondrially encoded tRNA serine 1 [UCN], mitochondrially encoded 125 RNA) (eg, nonsyndromic
sensorineural deafness [including aminoglycoside-induced nonsyndromic deafness]), common variants (eg, m.7445A>G, m.1555A>G) MUTYH (mutY homolog [E. coli]) (eg, MYH-
associated polyposis), common variants (eg, Y165C, G382D) NOD2 (nucleotide-binding oligomerization domain containing 2) (eg, Crohn's disease, Blau syndrome), common
variants (eg, SNP 8, SNP 12, SNP 13) NPM1/ALK (t(2;5)) (eg, anaplastic large cell ymphoma), translocation analysis PAX8/PPARG (t(2;3) (q13;p25)) (eg, follicular thyroid
carcinoma), translocation analysis PRAME (preferentially expressed antigen in melanoma) (eg, melanoma), expression analysis PRSS1 (protease, serine, 1 [trypsin 1]) (eg,
hereditary pancreatitis), common variants (eg, N29I, A16V, R122H) PYGM (phosphorylase, glycogen, muscle) (eg, glycogen storage disease type V, McArdle disease), common
variants (eg, R50X, G205S) RUNX1/RUNX1T1 (t(8;21)) (eg, acute myeloid leukemia) translocation analysis, qualitative, and quantitative, if performed SS18/SSX1 (t(X;18)) (eg,
synovial sarcoma), translocation analysis, qualitative, and quantitative, if performed SS18/SSX2 (t(X;18)) (eg, synovial sarcoma), translocation analysis, qualitative, and
quantitative, if performed VWF (von Willebrand factor) (eg, von Willebrand disease type 2N), common variants (eg, T791M, R816W, R854Q)
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common variants (eg, IVS2-13G, P30L, I1172N, exon 6
mutation cluster [1235N, V236E, M238K], V281L, L307FfsX6,
Q318X, R356W, P453S, G110VfsX21, 30-kb deletion variant)
ESR1/PGR (receptor 1/progesterone receptor) ratio (eg,
breast cancer) MEFV (Mediterranean fever) (eg, familial
Mediterranean fever), common variants (eg, E148Q, P369S,
FA79L, M680I, 1692del, M694V, M694l, K695R, V726A,
A744S, R761H) TRD@ (T cell antigen receptor, delta) (eg,
leukemia and lymphoma), gene rearrangement analysis,
evaluation to detect abnormal clonal population Uniparental
disomy (UPD) (eg, Russell-Silver syndrome, Prader-
Willi/Angelman syndrome), short tandem repeat (STR)

analysis

RVU FY 18-20 FY 18-20
CPT 2021 CPT description Scope of Revision v; 021 Volume Charges
Impact Impact
Molecular pathology procedure, Level 3 (eg, >10 SNPs, 2-10 |Analytes "IGH@/BCL2 (t(14;18)) (eg, follicular
methylated variants, or 2-10 somatic variants [typically using [lymphoma), translocation analysis; major
non-sequencing target variant analysis], immunoglobulin and |breakpoint region (MBR) and minor cluster
T-cell receptor gene rearrangements, duplication/deletion region (mcr) breakpoints, qualitative or
\variants of 1 exon, loss of heterozygosity [LOH], uniparental |quantitative" and "MPL (myeloproliferative
disomy [UPD]) Chromosome 1p-/19g- (eg, glial tumors), leukemia virusoncogene, thrombopoietin
deletion analysis Chromosome 18g- (eg, D18S55, D18S58, [receptor, TPOR) (eg, myeloproliferative
D18S61, D18S64, and D18S69) (eg, colon cancer), allelic disorder),common variants (eg, W515A,
imbalance assessment (ie, loss of heterozygosity) W515K, W515L, W515R)" were removed for
COL1A1/PDGFB (t(17;22)) (eg, dermatofibrosarcoma the 2021 description.
protuberans), translocation analysis, multiple breakpoints,
qualitative, and quantitative, if performed CYP21A2
(cytochrome P450, family 21, subfamily A, polypeptide 2) (eg,
81402 congenital adrenal hyperplasia, 21-hydroxylase deficiency), 0 .0% .0%
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WRVU FY 18-20 FY 18-20
CPT 2021 CPT description Scope of Revision 2021 Volume Charges
Impact Impact

lAnalytes "JAK2 (Janus kinase 2) (eg,
myeloproliferative disorder), exon 12 sequence
and exon 13 sequence, if performed" and "MPL
(myeloproliferativeleukemia virusoncogene, 0 0% 0%
thrombopoietin receptor, TPOR) (eg,
myeloproliferative disorder), exon 10 sequence"
were removed for the 2021 description.

81403 See full description below

Molecular pathology procedure, Level 4 (eg, analysis of single exon by DNA sequence analysis, analysis of >10 amplicons using multiplex PCR in 2 or more independent reactions,
mutation scanning or duplication/deletion variants of 2-5 exons) ANG (angiogenin, ribonuclease, RNase A family, 5) (eg, amyotrophic lateral sclerosis), full gene sequence ARX (aristaless-
related homeobox) (eg, X-linked lissencephaly with ambiguous genitalia, X-linked mental retardation), duplication/deletion analysis CEL (carboxyl ester lipase [bile salt-stimulated lipase])
(eg, maturity-onset diabetes of the young [MODY]), targeted sequence analysis of exon 11 (eg, c.1785delC, c.1686delT) CTNNB1 (catenin [cadherin-associated protein], beta 1, 88kDa)
(eg, desmoid tumors), targeted sequence analysis (eg, exon 3) DAZ/SRY (deleted in azoospermia and sex determining region Y) (eg, male infertility), common deletions (eg, AZFa, AZFb,
AZFc, AZFd) DNMT3A (DNA [cytosine-5-]-methyltransferase 3 alpha) (eg, acute myeloid leukemia), targeted sequence analysis (eg, exon 23) EPCAM (epithelial cell adhesion molecule) (eg,
Lynch syndrome), duplication/deletion analysis F8 (coagulation factor VIII) (eg, hemophilia A), inversion analysis, intron 1 and intron 22A F12 (coagulation factor XIl [Hageman factor]) (eg,
angioedema, hereditary, type lll; factor XlI deficiency), targeted sequence analysis of exon 9 FGFR3 (fibroblast growth factor receptor 3) (eg, isolated craniosynostosis), targeted sequence
analysis (eg, exon 7) (For targeted sequence analysis of multiple FGFR3 exons, use 81404) GJB1 (gap junction protein, beta 1) (eg, Charcot-Marie-Tooth X-linked), full gene sequence
GNAQ (guanine nucleotide-binding protein G[q] subunit alpha) (eg, uveal melanoma), common variants (eg, R183, Q209) Human erythrocyte antigen gene analyses (eg, SLC14A1 [Kidd
blood group], BCAM [Lutheran blood group], ICAM4 [Landsteiner-Wiener blood group], SLC4A1 [Diego blood group], AQP1 [Colton blood group], ERMAP [Scianna blood group], RHCE [Rh
blood group, CcEe antigens], KEL [Kell blood group], DARC [Duffy blood group], GYPA, GYPB, GYPE [MNS blood group], ART4 [Dombrock blood group]) (eg, sickle-cell disease, thalassemia,
hemolytic transfusion reactions, hemolytic disease of the fetus or newborn), common variants HRAS (v-Ha-ras Harvey rat sarcoma viral oncogene homolog) (eg, Costello syndrome), exon
2 sequence KCNC3 (potassium voltage-gated channel, Shaw-related subfamily, member 3) (eg, spinocerebellar ataxia), targeted sequence analysis (eg, exon 2) KCNJ2 (potassium
inwardly-rectifying channel, subfamily J, member 2) (eg, Andersen-Tawil syndrome), full gene sequence KCNJ11 (potassium inwardly-rectifying channel, subfamily J, member 11) (eg,
familial hyperinsulinism), full gene sequence Killer cell immunoglobulin-like receptor (KIR) gene family (eg, hematopoietic stem cell transplantation), genotyping of KIR family genes
Known familial variant not otherwise specified, for gene listed in Tier 1 or Tier 2, or identified during a genomic sequencing procedure, DNA sequence analysis, each variant exon (For a
known familial variant that is considered a common variant, use specific common variant Tier 1 or Tier 2 code) MC4R (melanocortin 4 receptor) (eg, obesity), full gene sequence MICA
(MHC class | polypeptide-related sequence A) (eg, solid organ transplantation), common variants (eg, *001, *002) MT-RNR1 (mitochondrially encoded 12S RNA) (eg, nonsyndromic
hearing loss), full gene sequence MT-TS1 (mitochondrially encoded tRNA serine 1) (eg, nonsyndromic hearing loss), full gene sequence NDP (Norrie disease [pseudoglioma]) (eg, Norrie
disease), duplication/deletion analysis NHLRC1 (NHL repeat containing 1) (eg, progressive myoclonus epilepsy), full gene sequence PHOX2B (paired-like homeobox 2b) (eg, congenital
central hypoventilation syndrome), duplication/deletion analysis PLN (phospholamban) (eg, dilated cardiomyopathy, hypertrophic cardiomyopathy), full gene sequence RHD (Rh blood
group, D antigen) (eg, hemolytic disease of the fetus and newborn, Rh maternal/fetal compatibility), deletion analysis (eg, exons 4, 5, and 7, pseudogene) RHD (Rh blood group, D
antigen) (eg, hemolytic disease of the fetus and newborn, Rh maternal/fetal compatibility), deletion analysis (eg, exons 4, 5, and 7, pseudogene), performed on cell-free fetal DNA in
maternal blood (For human erythrocyte gene analysis of RHD, use a separate unit of 81403) SH2D1A (SH2 domain containing 1A) (eg, X-linked lymphoproliferative syndrome),
duplication/deletion analysis TWIST1 (twist homolog 1 [Drosophila]) (eg, Saethre-Chotzen syndrome), duplication/deletion analysis UBA1 (ubiquitin-like modifier activating enzyme 1)
(eg, spinal muscular atrophy, X-linked), targeted sequence analysis (eg, exon 15) VHL (von Hippel-Lindau tumor suppressor) (eg, von Hippel-Lindau familial cancer syndrome),
deletion/duplication analysis VWF (von Willebrand factor) (eg, von Willebrand disease types 2A, 2B, 2M), targeted sequence analysis (eg, exon 28)
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WRVU FY 18-20 FY 18-20
CPT 2021 CPT description Scope of Revision 2021 Volume Charges
Impact Impact

/Analyte "TP53 (tumor protein 53) (eg, tumor

081404 See full description below samples), targeted sequence analysis of 2-5 0 0% 0%
exons" was removed for the 2021 description.

Molecular pathology procedure, Level 5 (eg, analysis of 2-5 exons by DNA sequence analysis, mutation scanning or duplication/deletion variants of 6-10 exons, or characterization of a
dynamic mutation disorder/triplet repeat by Southern blot analysis) ACADS (acyl-CoA dehydrogenase, C-2 to C-3 short chain) (eg, short chain acyl-CoA dehydrogenase deficiency),
targeted sequence analysis (eg, exons 5 and 6) AQP2 (aquaporin 2 [collecting duct]) (eg, nephrogenic diabetes insipidus), full gene sequence ARX (aristaless related homeobox) (eg, X-
linked lissencephaly with ambiguous genitalia, X-linked mental retardation), full gene sequence AVPR2 (arginine vasopressin receptor 2) (eg, nephrogenic diabetes insipidus), full gene
sequence BBS10 (Bardet-Biedl syndrome 10) (eg, Bardet-Biedl syndrome), full gene sequence BTD (biotinidase) (eg, biotinidase deficiency), full gene sequence C100rf2 (chromosome 10
open reading frame 2) (eg, mitochondrial DNA depletion syndrome), full gene sequence CAV3 (caveolin 3) (eg, CAV3-related distal myopathy, limb-girdle muscular dystrophy type 1C), full
gene sequence CD40LG (CD40 ligand) (eg, X-linked hyper IgM syndrome), full gene sequence CDKN2A (cyclin-dependent kinase inhibitor 2A) (eg, CDKN2A-related cutaneous malignant
melanoma, familial atypical mole-malignant melanoma syndrome), full gene sequence CLRN1 (clarin 1) (eg, Usher syndrome, type 3), full gene sequence COX6B1 (cytochrome c oxidase
subunit VIb polypeptide 1) (eg, mitochondrial respiratory chain complex IV deficiency), full gene sequence CPT2 (carnitine palmitoyltransferase 2) (eg, carnitine palmitoyltransferase Il
deficiency), full gene sequence CRX (cone-rod homeobox) (eg, cone-rod dystrophy 2, Leber congenital amaurosis), full gene sequence CYP1B1 (cytochrome P450, family 1, subfamily B,
polypeptide 1) (eg, primary congenital glaucoma), full gene sequence EGR2 (early growth response 2) (eg, Charcot-Marie-Tooth), full gene sequence EMD (emerin) (eg, Emery-Dreifuss
muscular dystrophy), duplication/deletion analysis EPM2A (epilepsy, progressive myoclonus type 2A, Lafora disease [laforin]) (eg, progressive myoclonus epilepsy), full gene sequence
FGF23 (fibroblast growth factor 23) (eg, hypophosphatemic rickets), full gene sequence FGFR2 (fibroblast growth factor receptor 2) (eg, craniosynostosis, Apert syndrome, Crouzon
syndrome), targeted sequence analysis (eg, exons 8, 10) FGFR3 (fibroblast growth factor receptor 3) (eg, achondroplasia, hypochondroplasia), targeted sequence analysis (eg, exons 8, 11,
12, 13) FHL1 (four and a half LIM domains 1) (eg, Emery-Dreifuss muscular dystrophy), full gene sequence FKRP (fukutin related protein) (eg, congenital muscular dystrophy type 1C
[MDC1C], limb-girdle muscular dystrophy [LGMD] type 21), full gene sequence FOXG1 (forkhead box G1) (eg, Rett syndrome), full gene sequence FSHMD1A (facioscapulohumeral
muscular dystrophy 1A) (eg, facioscapulohumeral muscular dystrophy), evaluation to detect abnormal (eg, deleted) alleles FSHMD1A (facioscapulohumeral muscular dystrophy 1A) (eg,
facioscapulohumeral muscular dystrophy), characterization of haplotype(s) (ie, chromosome 4A and 4B haplotypes) GH1 (growth hormone 1) (eg, growth hormone deficiency), full gene
sequence GP1BB (glycoprotein Ib [platelet], beta polypeptide) (eg, Bernard-Soulier syndrome type B), full gene sequence (For common deletion variants of alpha globin 1 and alpha
globin 2 genes, use 81257) HNF1B (HNF1 homeobox B) (eg, maturity-onset diabetes of the young [MODY]), duplication/deletion analysis HRAS (v-Ha-ras Harvey rat sarcoma viral
oncogene homolog) (eg, Costello syndrome), full gene sequence HSD3B2 (hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta-isomerase 2) (eg, 3-beta-hydroxysteroid
dehydrogenase type Il deficiency), full gene sequence HSD11B2 (hydroxysteroid [11-beta] dehydrogenase 2) (eg, mineralocorticoid excess syndrome), full gene sequence HSPB1 (heat
shock 27kDa protein 1) (eg, Charcot-Marie-Tooth disease), full gene sequence INS (insulin) (eg, diabetes mellitus), full gene sequence KCNJ1 (potassium inwardly-rectifying channel,
subfamily J, member 1) (eg, Bartter syndrome), full gene sequence KCNJ10 (potassium inwardly-rectifying channel, subfamily J, member 10) (eg, SeSAME syndrome, EAST syndrome,
sensorineural hearing loss), full gene sequence LITAF (lipopolysaccharide-induced TNF factor) (eg, Charcot-Marie-Tooth), full gene sequence MEFV (Mediterranean fever) (eg, familial
Mediterranean fever), full gene sequence MEN1 (multiple endocrine neoplasia I) (eg, multiple endocrine neoplasia type 1, Wermer syndrome), duplication/deletion analysis MMACHC
(methylmalonic aciduria [cobalamin deficiency] cbIC type, with homocystinuria) (eg, methylmalonic acidemia and homocystinuria), full gene sequence MPV17 (MpV17 mitochondrial
inner membrane protein) (eg, mitochondrial DNA depletion syndrome), duplication/deletion analysis NDP (Norrie disease [pseudoglioma]) (eg, Norrie disease), full gene sequence
NDUFA1 (NADH dehydrogenase [ubiquinone] 1 alpha subcomplex, 1, 7.5kDa) (eg, Leigh syndrome, mitochondrial complex | deficiency), full gene sequence NDUFAF2 (NADH
dehydrogenase [ubiquinone] 1 alpha subcomplex, assembly factor 2) (eg, Leigh syndrome, mitochondrial complex | deficiency), full gene sequence NDUFS4 (NADH dehydrogenase
[ubiguinone] Fe-S protein 4, 18kDa [NADH-coenzyme Q reductase]) (eg, Leigh syndrome, mitochondrial complex | deficiency), full gene sequence NIPA1 (non-imprinted in Prader-
Willi/Angelman syndrome 1) (eg, spastic paraplegia), full gene sequence NLGN4X (neuroligin 4, X-linked) (eg, autism spectrum disorders), duplication/deletion analysis NPC2 (Niemann-
Pick disease, type C2 [epididymal secretory protein E1]) (eg, Niemann-Pick disease type C2), full gene sequence NROB1 (nuclear receptor subfamily 0, group B, member 1) (eg, congenital
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adrenal hypoplasia), full gene sequence PDX1 (pancreatic and duodenal homeobox 1) (eg, maturity-onset diabetes of the young [MODY]), full gene sequence PHOX2B (paired-like
homeobox 2b) (eg, congenital central hypoventilation syndrome), full gene sequence PLP1 (proteolipid protein 1) (eg, Pelizaesus-Merzbacher disease, spastic paraplegia),
duplication/deletion analysis PQBP1 (polyglutamine binding protein 1) (eg, Renpenning syndrome), duplication/deletion analysis PRNP (prion protein) (eg, genetic prion disease), full
gene sequence PROP1 (PROP paired-like homeobox 1) (eg, combined pituitary hormone deficiency), full gene sequence PRPH2 (peripherin 2 [retinal degeneration, slow]) (eg, retinitis
pigmentosa), full gene sequence PRSS1 (protease, serine, 1 [trypsin 1]) (eg, hereditary pancreatitis), full gene sequence RAF1 (v-raf-1 murine leukemia viral oncogene homolog 1) (eg,
LEOPARD syndrome), targeted sequence analysis (eg, exons 7, 12, 14, 17) RET (ret proto-oncogene) (eg, multiple endocrine neoplasia, type 2B and familial medullary thyroid carcinoma),
common variants (eg, M918T, 2647 _2648delinsTT, A883F) RHO (rhodopsin) (eg, retinitis pigmentosa), full gene sequence RP1 (retinitis pigmentosa 1) (eg, retinitis pigmentosa), full gene
sequence SCN1B (sodium channel, voltage-gated, type |, beta) (eg, Brugada syndrome), full gene sequence SCO2 (SCO cytochrome oxidase deficient homolog 2 [SCO1L]) (eg,
mitochondrial respiratory chain complex IV deficiency), full gene sequence SDHC (succinate dehydrogenase complex, subunit C, integral membrane protein, 15kDa) (eg, hereditary
paraganglioma-pheochromocytoma syndrome), duplication/deletion analysis SDHD (succinate dehydrogenase complex, subunit D, integral membrane protein) (eg, hereditary
paraganglioma), full gene sequence SGCG (sarcoglycan, gamma [35kDa dystrophin-associated glycoprotein]) (eg, limb-girdle muscular dystrophy), duplication/deletion analysis SH2D1A
(SH2 domain containing 1A) (eg, X-linked lymphoproliferative syndrome), full gene sequence SLC16A2 (solute carrier family 16, member 2 [thyroid hormone transporter]) (eg, specific
thyroid hormone cell transporter deficiency, Allan-Herndon-Dudley syndrome), duplication/deletion analysis SLC25A20 (solute carrier family 25 [carnitine/acylcarnitine translocase],
member 20) (eg, carnitine-acylcarnitine translocase deficiency), duplication/deletion analysis SLC25A4 (solute carrier family 25 [mitochondrial carrier; adenine nucleotide translocator],
member 4) (eg, progressive external ophthalmoplegia), full gene sequence SOD1 (superoxide dismutase 1, soluble) (eg, amyotrophic lateral sclerosis), full gene sequence SPINK1 (serine
peptidase inhibitor, Kazal type 1) (eg, hereditary pancreatitis), full gene sequence STK11 (serine/threonine kinase 11) (eg, Peutz-Jeghers syndrome), duplication/deletion analysis TACO1
(translational activator of mitochondrial encoded cytochrome c oxidase 1) (eg, mitochondrial respiratory chain complex IV deficiency), full gene sequence THAP1 (THAP domain
containing, apoptosis associated protein 1) (eg, torsion dystonia), full gene sequence TOR1A (torsin family 1, member A [torsin A]) (eg, torsion dystonia), full gene sequence TTPA
(tocopherol [alpha] transfer protein) (eg, ataxia), full gene sequence TTR (transthyretin) (eg, familial transthyretin amyloidosis), full gene sequence TWIST1 (twist homolog 1 [Drosophila])
(eg, Saethre-Chotzen syndrome), full gene sequence TYR (tyrosinase [oculocutaneous albinism IA]) (eg, oculocutaneous albinism IA), full gene sequence UGT1A1 (UDP
glucuronosyltransferase 1 family, polypeptide Al) (eg, hereditary unconjugated hyperbilirubinemia [Crigler-Najjar syndrome]) full gene sequence USH1G (Usher syndrome 1G [autosomal
recessive]) (eg, Usher syndrome, type 1), full gene sequence VHL (von Hippel-Lindau tumor suppressor) (eg, von Hippel-Lindau familial cancer syndrome), full gene sequence VWF (von
Willebrand factor) (eg, von Willebrand disease type 1C), targeted sequence analysis (eg, exons 26, 27, 37) ZEB2 (zinc finger E-box binding homeobox 2) (eg, Mowat-Wilson syndrome),
duplication/deletion analysis ZNF41 (zinc finger protein 41) (eg, X-linked mental retardation 89), full gene sequence
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FY 18-20 FY 18-20
CPT 2021 CPT description Scope of Revision “zlg;,:llj Volume Charges
Impact Impact
lAnalyte "TP53 (tumor protein 53) (eg, Li-Fraumeni
syndrome, tumor samples), full gene sequence or
81405 See full description below targeted sequence analysis of >5 exons™ was 0 0% 0%
removed for the 2021 description.

Molecular pathology procedure, Level 6 (eg, analysis of 6-10 exons by DNA sequence analysis, mutation scanning or duplication/deletion variants of 11-25 exons, regionally targeted
cytogenomic array analysis) ABCD1 (ATP-binding cassette, sub-family D [ALD], member 1) (eg, adrenoleukodystrophy), full gene sequence ACADS (acyl-CoA dehydrogenase, C-2 to C-3
short chain) (eg, short chain acyl-CoA dehydrogenase deficiency), full gene sequence ACTA2 (actin, alpha 2, smooth muscle, aorta) (eg, thoracic aortic aneurysms and aortic dissections),
full gene sequence ACTC1 (actin, alpha, cardiac muscle 1) (eg, familial hypertrophic cardiomyopathy), full gene sequence ANKRD1 (ankyrin repeat domain 1) (eg, dilated cardiomyopathy),
full gene sequence APTX (aprataxin) (eg, ataxia with oculomotor apraxia 1), full gene sequence ARSA (arylsulfatase A) (eg, arylsulfatase A deficiency), full gene sequence BCKDHA
(branched chain keto acid dehydrogenase E1, alpha polypeptide) (eg, maple syrup urine disease, type 1A), full gene sequence BCS1L (BCS1-like [S. cerevisiae]) (eg, Leigh syndrome,
mitochondrial complex Il deficiency, GRACILE syndrome), full gene sequence BMPR2 (bone morphogenetic protein receptor, type |l [serine/threonine kinase]) (eg, heritable pulmonary
arterial hypertension), duplication/deletion analysis CASQ2 (calsequestrin 2 [cardiac muscle]) (eg, catecholaminergic polymorphic ventricular tachycardia), full gene sequence CASR
(calcium-sensing receptor) (eg, hypocalcemia), full gene sequence CDKL5 (cyclin-dependent kinase-like 5) (eg, early infantile epileptic encephalopathy), duplication/deletion analysis
CHRNAA4 (cholinergic receptor, nicotinic, alpha 4) (eg, nocturnal frontal lobe epilepsy), full gene sequence CHRNB2 (cholinergic receptor, nicotinic, beta 2 [neuronal]) (eg, nocturnal frontal
lobe epilepsy), full gene sequence COX10 (COX10 homolog, cytochrome c oxidase assembly protein) (eg, mitochondrial respiratory chain complex |V deficiency), full gene sequence
COX15 (COX15 homolog, cytochrome c oxidase assembly protein) (eg, mitochondrial respiratory chain complex IV deficiency), full gene sequence CPOX (coproporphyrinogen oxidase) (eg,
hereditary coproporphyria), full gene sequence CTRC (chymotrypsin C) (eg, hereditary pancreatitis), full gene sequence CYP11B1 (cytochrome P450, family 11, subfamily B, polypeptide 1)
(eg, congenital adrenal hyperplasia), full gene sequence CYP17A1 (cytochrome P450, family 17, subfamily A, polypeptide 1) (eg, congenital adrenal hyperplasia), full gene sequence
CYP21A2 (cytochrome P450, family 21, subfamily A, polypeptide2) (eg, steroid 21-hydroxylase isoform, congenital adrenal hyperplasia), full gene sequence Cytogenomic constitutional
targeted microarray analysis of chromosome 22q13 by interrogation of genomic regions for copy number and single nucleotide polymorphism (SNP) variants for chromosomal
abnormalities (When performing genome-wide cytogenomic constitutional microarray analysis, see 81228, 81229) (Do not report analyte-specific molecular pathology procedures
separately when the specific analytes are included as part of the microarray analysis of chromosome 22q13) (Do not report 88271 when performing cytogenomic microarray analysis)
DBT (dihydrolipoamide branched chain transacylase E2) (eg, maple syrup urine disease, type 2), duplication/deletion analysis DCX (doublecortin) (eg, X-linked lissencephaly), full gene
sequence DES (desmin) (eg, myofibrillar myopathy), full gene sequence DFNB59 (deafness, autosomal recessive 59) (eg, autosomal recessive nonsyndromic hearing impairment), full gene
sequence DGUOK (deoxyguanosine kinase) (eg, hepatocerebral mitochondrial DNA depletion syndrome), full gene sequence DHCR7 (7-dehydrocholesterol reductase) (eg, Smith-Lemli-
Opitz syndrome), full gene sequence EIF2B2 (eukaryotic translation initiation factor 2B, subunit 2 beta, 39kDa) (eg, leukoencephalopathy with vanishing white matter), full gene sequence
EMD (emerin) (eg, Emery-Dreifuss muscular dystrophy), full gene sequence ENG (endoglin) (eg, hereditary hemorrhagic telangiectasia, type 1), duplication/deletion analysis EYA1 (eyes
absent homolog 1 [Drosophilal) (eg, branchio-oto-renal [BOR] spectrum disorders), duplication/deletion analysis FGFR1 (fibroblast growth factor receptor 1) (eg, Kallmann syndrome 2),
full gene sequence FH (fumarate hydratase) (eg, fumarate hydratase deficiency, hereditary leiomyomatosis with renal cell cancer), full gene sequence FKTN (fukutin) (eg, limb-girdle
muscular dystrophy [LGMD] type 2M or 2L), full gene sequence FTSJ1 (Fts) RNA methyltransferase homolog 1 [E. coli]) (eg, X-linked mental retardation 9), duplication/deletion analysis
GABRG2 (gamma-aminobutyric acid [GABA] A receptor, gamma 2) (eg, generalized epilepsy with febrile seizures), full gene sequence GCH1 (GTP cyclohydrolase 1) (eg, autosomal
dominant dopa-responsive dystonia), full gene sequence GDAP1 (ganglioside-induced differentiation-associated protein 1) (eg, Charcot-Marie-Tooth disease), full gene sequence GFAP
(glial fibrillary acidic protein) (eg, Alexander disease), full gene sequence GHR (growth hormone receptor) (eg, Laron syndrome), full gene sequence GHRHR (growth hormone releasing
hormone receptor) (eg, growth hormone deficiency), full gene sequence GLA (galactosidase, alpha) (eg, Fabry disease), full gene sequence HNF1A (HNF1 homeobox A) (eg, maturity-
onset diabetes of the young [MODY]), full gene sequence HNF1B (HNF1 homeobox B) (eg, maturity-onset diabetes of the young [MODY]), full gene sequence HTRA1 (HtrA serine
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peptidase 1) (eg, macular degeneration), full gene sequence IDS (iduronate 2-sulfatase) (eg, mucopolysacchridosis, type Il), full gene sequence IL2RG (interleukin 2 receptor, gamma) (eg,
X-linked severe combined immunodeficiency), full gene sequence ISPD (isoprenoid synthase domain containing) (eg, muscle-eye-brain disease, Walker-Warburg syndrome), full gene
sequence KRAS (Kirsten rat sarcoma viral oncogene homolog) (eg, Noonan syndrome), full gene sequence LAMP2 (lysosomal-associated membrane protein 2) (eg, Danon disease), full
gene sequence LDLR (low density lipoprotein receptor) (eg, familial hypercholesterolemia), duplication/deletion analysis MEN1 (multiple endocrine neoplasia 1) (eg, multiple endocrine
neoplasia type 1, Wermer syndrome), full gene sequence MMAA (methylmalonic aciduria [cobalamine deficiency] type A) (eg, MMAA-related methylmalonic acidemia), full gene
sequence MMAB (methylmalonic aciduria [cobalamine deficiency] type B) (eg, MMAA-related methylmalonic acidemia), full gene sequence MPI (mannose phosphate isomerase) (eg,
congenital disorder of glycosylation 1b), full gene sequence MPV17 (MpV17 mitochondrial inner membrane protein) (eg, mitochondrial DNA depletion syndrome), full gene sequence
MPZ (myelin protein zero) (eg, Charcot-Marie-Tooth), full gene sequence MTM1 (myotubularin 1) (eg, X-linked centronuclear myopathy), duplication/deletion analysis MYL2 (myosin,
light chain 2, regulatory, cardiac, slow) (eg, familial hypertrophic cardiomyopathy), full gene sequence MYL3 (myosin, light chain 3, alkali, ventricular, skeletal, slow) (eg, familial
hypertrophic cardiomyopathy), full gene sequence MYOT (myotilin) (eg, limb-girdle muscular dystrophy), full gene sequence NDUFS7 (NADH dehydrogenase [ubiquinone] Fe-S protein 7,
20kDa [NADH-coenzyme Q reductase]) (eg, Leigh syndrome, mitochondrial complex | deficiency), full gene sequence NDUFS8 (NADH dehydrogenase [ubiquinone] Fe-S protein 8, 23kDa
[NADH-coenzyme Q reductase]) (eg, Leigh syndrome, mitochondrial complex | deficiency), full gene sequence NDUFV1 (NADH dehydrogenase [ubiquinone] flavoprotein 1, 51kDa) (eg,
Leigh syndrome, mitochondrial complex | deficiency), full gene sequence NEFL (neurofilament, light polypeptide) (eg, Charcot-Marie-Tooth), full gene sequence NF2 (neurofibromin 2
[merlin]) (eg, neurofibromatosis, type 2), duplication/deletion analysis NLGN3 (neuroligin 3) (eg, autism spectrum disorders), full gene sequence NLGN4X (neuroligin 4, X-linked) (eg,
autism spectrum disorders), full gene sequence NPHP1 (nephronophthisis 1 [juvenile]) (eg, Joubert syndrome), deletion analysis, and duplication analysis, if performed NPHS2 (nephrosis
2, idiopathic, steroid-resistant [podocin]) (eg, steroid-resistant nephrotic syndrome), full gene sequence NSD1 (nuclear receptor binding SET domain protein 1) (eg, Sotos syndrome),
duplication/deletion analysis OTC (ornithine carbamoyltransferase) (eg, ornithine transcarbamylase deficiency), full gene sequence PAFAH1B1 (platelet-activating factor acetylhydrolase
1b, regulatory subunit 1 [45kDa]) (eg, lissencephaly, Miller-Dieker syndrome), duplication/deletion analysis PARK2 (Parkinson protein 2, E3 ubiquitin protein ligase [parkin]) (eg, Parkinson
disease), duplication/deletion analysis PCCA (propionyl CoA carboxylase, alpha polypeptide) (eg, propionic acidemia, type 1), duplication/deletion analysis PCDH19 (protocadherin 19)
(eg, epileptic encephalopathy), full gene sequence PDHA1 (pyruvate dehydrogenase [lipoamide] alpha 1) (eg, lactic acidosis), duplication/deletion analysis PDHB (pyruvate
dehydrogenase [lipoamide] beta) (eg, lactic acidosis), full gene sequence PINK1 (PTEN induced putative kinase 1) (eg, Parkinson disease), full gene sequence PKLR (pyruvate kinase, liver
and RBC) (eg, pyruvate kinase deficiency), full gene sequence PLP1 (proteolipid protein 1) (eg, Pelizaeus-Merzbacher disease, spastic paraplegia), full gene sequence POU1F1 (POU class 1
homeobox 1) (eg, combined pituitary hormone deficiency), full gene sequence PRX (periaxin) (eg, Charcot-Marie-Tooth disease), full gene sequence PQBP1 (polyglutamine binding
protein 1) (eg, Renpenning syndrome), full gene sequence PSEN1 (presenilin 1) (eg, Alzheimer disease), full gene sequence RAB7A (RAB7A, member RAS oncogene family) (eg, Charcot-
Marie-Tooth disease), full gene sequence RAI1 (retinoic acid induced 1) (eg, Smith-Magenis syndrome), full gene sequence REEP1 (receptor accessory protein 1) (eg, spastic paraplegia),
full gene sequence RET (ret proto-oncogene) (eg, multiple endocrine neoplasia, type 2A and familial medullary thyroid carcinoma), targeted sequence analysis (eg, exons 10, 11, 13-16)
RPS19 (ribosomal protein S19) (eg, Diamond-Blackfan anemia), full gene sequence RRM2B (ribonucleotide reductase M2 B [TP53 inducible]) (eg, mitochondrial DNA depletion), full gene
sequence SCO1 (SCO cytochrome oxidase deficient homolog 1) (eg, mitochondrial respiratory chain complex IV deficiency), full gene sequence SDHB (succinate dehydrogenase complex,
subunit B, iron sulfur) (eg, hereditary paraganglioma), full gene sequence SDHC (succinate dehydrogenase complex, subunit C, integral membrane protein, 15kDa) (eg, hereditary
paraganglioma-pheochromocytoma syndrome), full gene sequence SGCA (sarcoglycan, alpha [S0kDa dystrophin-associated glycoprotein]) (eg, limb-girdle muscular dystrophy), full gene
sequence SGCB (sarcoglycan, beta [43kDa dystrophin-associated glycoprotein]) (eg, limb-girdle muscular dystrophy), full gene sequence SGCD (sarcoglycan, delta [35kDa dystrophin-
associated glycoprotein]) (eg, limb-girdle muscular dystrophy), full gene sequence SGCE (sarcoglycan, epsilon) (eg, myoclonic dystonia), duplication/deletion analysis SGCG (sarcoglycan,
gamma [35kDa dystrophin-associated glycoprotein]) (eg, limb-girdle muscular dystrophy), full gene sequence SHOC2 (soc-2 suppressor of clear homolog) (eg, Noonan-like syndrome with
loose anagen hair), full gene sequence SHOX (short stature homeobox) (eg, Langer mesomelic dysplasia), full gene sequence SIL1 (SIL1 homolog, endoplasmic reticulum chaperone [S.
cerevisiae]) (eg, ataxia), full gene sequence SLC2A1 (solute carrier family 2 [facilitated glucose transporter], member 1) (eg, glucose transporter type 1 [GLUT 1] deficiency syndrome), full
gene sequence SLC16A2 (solute carrier family 16, member 2 [thyroid hormone transporter]) (eg, specific thyroid hormone cell transporter deficiency, Allan-Herndon-Dudley syndrome),
full gene sequence SLC22AS5 (solute carrier family 22 [organic cation/carnitine transporter], member 5) (eg, systemic primary carnitine deficiency), full gene sequence SLC25A20 (solute
carrier family 25 [carnitine/acylcarnitine translocase], member 20) (eg, carnitine-acylcarnitine translocase deficiency), full gene sequence SMAD4 (SMAD family member 4) (eg,
hemorrhagic telangiectasia syndrome, juvenile polyposis), duplication/deletion analysis SPAST (spastin) (eg, spastic paraplegia), duplication/deletion analysis SPG7 (spastic paraplegia 7
[pure and complicated autosomal recessive]) (eg, spastic paraplegia), duplication/deletion analysis SPRED1 (sprouty-related, EVH1 domain containing 1) (eg, Legius syndrome), full gene
sequence STAT3 (signal transducer and activator of transcription 3 [acute-phase response factor]) (eg, autosomal dominant hyper-IgE syndrome), targeted sequence analysis (eg, exons
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12,13, 14, 16, 17, 20, 21) STK11 (serine/threonine kinase 11) (eg, Peutz-Jeghers syndrome), full gene sequence SURF1 (surfeit 1) (eg, mitochondrial respiratory chain complex IV
deficiency), full gene sequence TARDBP (TAR DNA binding protein) (eg, amyotrophic lateral sclerosis), full gene sequence TBX5 (T-box 5) (eg, Holt-Oram syndrome), full gene sequence
TCF4 (transcription factor 4) (eg, Pitt-Hopkins syndrome), duplication/deletion analysis TGFBR1 (transforming growth factor, beta receptor 1) (eg, Marfan syndrome), full gene sequence
TGFBR2 (transforming growth factor, beta receptor 2) (eg, Marfan syndrome), full gene sequence THRB (thyroid hormone receptor, beta) (eg, thyroid hormone resistance, thyroid
hormone beta receptor deficiency), full gene sequence or targeted sequence analysis of >5 exons TK2 (thymidine kinase 2, mitochondrial) (eg, mitochondrial DNA depletion syndrome),
full gene sequence TNNC1 (troponin C type 1 [slow]) (eg, hypertrophic cardiomyopathy or dilated cardiomyopathy), full gene sequence TNNI3 (troponin I, type 3 [cardiac]) (eg, familial
hypertrophic cardiomyopathy), full gene sequence TPM1 (tropomyosin 1 [alpha]) (eg, familial hypertrophic cardiomyopathy), full gene sequence TSC1 (tuberous sclerosis 1) (eg, tuberous
sclerosis), duplication/deletion analysis TYMP (thymidine phosphorylase) (eg, mitochondrial DNA depletion syndrome), full gene sequence VWF (von Willebrand factor) (eg, von
Willebrand disease type 2N), targeted sequence analysis (eg, exons 18-20, 23-25) WT1 (Wilms tumor 1) (eg, Denys-Drash syndrome, familial Wilms tumor), full gene sequence ZEB2 (zinc
finger E-box binding homeobox 2) (eg, Mowat-Wilson syndrome), full gene sequence

Material revision

FY 18-20 FY 18-20
CPT 2021 CPT description Scope of Revision “z’g;,f Volume Charges
Impact Impact
82670 Estradiol; total "; total" was added for the 2021 description. 0 .05% 12%
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CPT 2021 CPT description WRVU 2021
ipti
: Added

80143 Acetaminophen 0
80151 Amiodarone 0
80161 Carbamazepine; -10,11-epoxide 0
80167 Felbamate 0
80179 Salicylate 0
80181 Flecainide 0
80189 Itraconazole 0
80193 Leflunomide 0
80204 Methotrexate 0
80210 Rufinamide 0
81168 CCND1/IGH (t(11;14)) (eg, mantle cell ymphoma) translocation analysis, major breakpoint, qualitative and quantitative, if performed 0
81191 NTRK1 (neurotrophic receptor tyrosine kinase 1) (eg, solid tumors) translocation analysis 0
81192 NTRK2 (neurotrophic receptor tyrosine kinase 2) (eg, solid tumors) translocation analysis 0
81193 NTRK3 (neurotrophic receptor tyrosine kinase 3) (eg, solid tumors) translocation analysis 0
81194 NTRK (neurotrophic-tropomyosin receptor tyrosine kinase 1, 2, and 3) (eg, solid tumors) translocation analysis 0
81278 IGH@/BCL2 (t(14;18)) (eg, follicular lymphoma) translocation analysis, major breakpoint region (MBR) and minor cluster region (mcr) 0

breakpoints, qualitative or quantitative
81279 JAK2 (Janus kinase 2) (eg, myeloproliferative disorder) targeted sequence analysis (eg, exons 12 and 13) 0
81338 MPL (MPL proto-oncogene, thrombopoietin receptor) (eg, myeloproliferative disorder) gene analysis; common variants (eg, W515A, W515K, 0

W515L, W515R)
81339 MPL (MPL proto-oncogene, thrombopoietin receptor) (eg, myeloproliferative disorder) gene analysis; sequence analysis, exon 10 0
81347 SF3B1 (splicing factor [3b] subunit B1) (eg, myelodysplastic syndrome/acute myeloid leukemia) gene analysis, common variants (eg, A672T, 0

E622D, L833F, R625C, R625L)
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wRVU 2021
CPT 2021 CPT description Added

81348 SRSF2 (serine and arginine-rich splicing factor 2) (eg, myelodysplastic syndrome, acute myeloid leukemia) gene analysis, common variants 0
(eg, P95H, P95L)

81351 TP53 (tumor protein 53) (eg, Li-Fraumeni syndrome) gene analysis; full gene sequence 0

81352 TP53 (tumor protein 53) (eg, Li-Fraumeni syndrome) gene analysis; targeted sequence analysis (eg, 4 oncology) 0

81353 TP53 (tumor protein 53) (eg, Li-Fraumeni syndrome) gene analysis; known familial variant 0

81357 U2AF1 (U2 small nuclear RNA auxiliary factor 1) (eg, myelodysplastic syndrome, acute myeloid leukemia) gene analysis, common variants 0
(eg, S34F, S34Y, Q157R, Q157P)

31360 ZRSR2 (zinc finger CCCH-type, RNA binding motif and serine/arginine-rich 2) (eg, myelodysplastic syndrome, acute myeloid leukemia) gene 0
analysis, common variant(s) (eg, E65fs, E122fs, R448fs)

81419 Epilepsy genomic sequence analysis panel, must include analyses for ALDH7A1, CACNA1A, CDKL5, CHD2, GABRG2, GRIN2A, KCNQ2, MECP2, 0
PCDH19, POLG, PRRT2, SCN1A, SCN1B, SCN2A, SCN8A, SLC2A1, SLC9A6, STXBP1, SYNGAP1, TCF4, TPP1, TSC1, TSC2, and ZEB2

81513 Infectious disease, bacterial vaginosis, quantitative real-time amplification of RNA markers for Atopobium vaginae, Gardnerella vaginalis, 0
and Lactobacillus species, utilizing vaginal-fluid specimens, algorithm reported as a positive or negative result for bacterial vaginosis
Infectious disease, bacterial vaginosis and vaginitis, quantitative real-time amplification of DNA markers for Gardnerella vaginalis,
Atopobium vaginae, Megasphaera type 1, Bacterial Vaginosis Associated Bacteria-2 (BVAB-2), and Lactobacillus species (L. crispatus and L.

81514 jensenii), utilizing vaginal-fluid specimens, algorithm reported as a positive or negative for high likelihood of bacterial vaginosis, includes 0
separate detection of Trichomonas vaginalis and/or Candida species (C. albicans, C. tropicalis, C. parapsilosis, C. dubliniensis), Candida
glabrata, Candida krusei, when reported
Oncology (cutaneous melanoma), mRNA, gene expression profiling by real-time RT-PCR of 31 genes (28 content and 3 housekeeping),

81529 utilizing formalin-fixed paraffin-embedded tissue, algorithm reported as recurrence risk, including likelihood of sentinel lymph node 0
metastasis

81546 Oncology (thyroid), mRNA, gene expression analysis of 10,196 genes, utilizing fine needle aspirate, algorithm reported as a categorical result 0
(eg, benign or suspicious)

81554 Pulmonary disease (idiopathic pulmonary fibrosis [IPF]), mRNA, gene expression analysis of 190 genes, utilizing transbronchial biopsies, 0
diagnostic algorithm reported as categorical result (eg, positive or negative for high probability of usual interstitial pneumonia [UIP])

82077 Alcohol (ethanol); any specimen except urine and breath, immunoassay (eg, IA, EIA, ELISA, RIA, EMIT, FPIA) and enzymatic methods (eg, 0
alcohol dehydrogenase)

82681 Estradiol; free, direct measurement (eg, equilibrium dialysis) 0
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Neurology

Crosswalk: Deleted with Replacement Code

Deleted Replacement
FY 18-20 FY 18-20
L. wRVU 2020 —
CPT 2021 CPT description Volume Charges Added CPT 2020 CPT description
Impact Impact
Auditory evoked potentials for evoked Auditory evoked potentials; for threshold estimation at
response audiometry and/or testing of the 1.5 92652 |multiple frequencies, with interpretation and report
92585 central nervous system; comprehensive
.0% .0% - - - A
Auditory evoked potentials; neurodiagnostic, with
1.05 92653 |interpretation and report

FY 18-20 | FY 18-20

CPT 2020 CPT description Volume Charges

Impact Impact
61870 Craniectomy for implantation of neurostimulator electrodes, cerebellar, cortical 0% 0%
62163 Neuroendoscopy, intracranial; with retrieval of foreign body 0% 0%
63180 Laminectomy and section of dentate ligaments, with or without dural graft, cervical; 1 or 2 segments 0% 0%
63182 Laminectomy and section of dentate ligaments, with or without dural graft, cervical; more than 2 segments 0% 0%
0228T Injection(s), anesthetic agent and/or steroid, transforaminal epidural, with ultrasound guidance, cervical or thoracic; single level 0% 0%
0229T Injection(s), anesthetic agent and/or steroid, transforaminal epidural, with ultrasound guidance, cervical or thoracic; each additional 0% 0%
level (List separately in addition to code for primary procedure) = =
0230T Injection(s), anesthetic agent and/or steroid, transforaminal epidural, with ultrasound guidance, lumbar or sacral; single level 0% 0%
0231T Injection(s), anesthetic agent and/or steroid, transforaminal epidural, with ultrasound guidance, lumbar or sacral; each additional 0% 0%
level (List separately in addition to code for primary procedure) - =
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Material Revision ‘

level (List separately in addition to code for primary

procedure)

FY 19 FY 19
CPT 2021 CPT description Scope of Revision wRVU 2021 | Volume | Charges
Impact Impact
Injection(s), anesthetic agent(s) and/or steroid; A "s" was added to "agent", a comma (,) was changed to semi-colon
64479 transforaminal epidural, with imaging guidance after steroid, and a semi-colon(;) was change to a comma(,) after 2.29 .0% .0%
(fluoroscopy or CT), cervical or thoracic, single level |(fluoroscopy or CT) in the 2021 description.
Injection(s), anesthetic agent(s) and/or steroid; A "s" was added to "agent", a comma (,) was changed to semi-colon
transforaminal epidural, with imaging guidance after steroid, and a semi-colon(;) was change to a comma(,) after
64480 (fluoroscopy or CT), cervical or thoracic, each (fluoroscopy or CT) in the 2021 description. 1.2 .0% .0%
additional level (List separately in addition to code
for primary procedure)
Injection(s), anesthetic agent(s) and/or steroid; A "s" was added to "agent", a comma (,) was changed to semi-colon
64483 transforaminal epidural, with imaging guidance after steroid, and a semi-colon(;) was change to a comma(,) after 1.9 0.14% 0.15%
(fluoroscopy or CT), lumbar or sacral, single level (fluoroscopy or CT) in the 2021 description.
Injection(s), anesthetic agent(s) and/or steroid; A "s" was added to "agent", a comma (,) was changed to semi-colon
transforaminal epidural, with imaging guidance after steroid, and a semi-colon(;) was change to a comma(,) after
64484 (fluoroscopy or CT), lumbar or sacral, each additional |(fluoroscopy or CT) for the 2021 description. 1 0.12% 0.06%
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CPT 2021 CPT description WRVU 2021
ipti
: Added
92651 Auditory evoked potentials; for hearing status determination, broadband stimuli, with interpretation and report 1
92652 Auditory evoked potentials; for threshold estimation at multiple frequencies, with interpretation and report 15

Percutaneous injection of allogeneic cellular and/or tissue-based product, intervertebral disc, unilateral or bilateral injection, with

06271 fluoroscopic guidance, lumbar; first level 0

0628T Percutaneous injection of allogeneic cellular and/or tissue-based product, intervertebral disc, unilateral or bilateral injection, with 0
fluoroscopic guidance, lumbar; each additional level (List separately in addition to code for primary procedure)

0629T Percutaneous injection of allogeneic cellular and/or tissue-based product, intervertebral disc, unilateral or bilateral injection, with CT 0
guidance, lumbar; first level

0630T Percutaneous injection of allogeneic cellular and/or tissue-based product, intervertebral disc, unilateral or bilateral injection, with CT 0
guidance, lumbar; each additional level (List separately in addition to code for primary procedure)

92651 Auditory evoked potentials; for hearing status determination, broadband stimuli, with interpretation and report 1
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Ophthalmology

Material Revision

FY 18-20 | FY 18-20
CPT 2021 CPT description Scope of Revision WRVU 2021 | Volume | Charges
Impact Impact
Imaging of retina for detection or monitoring of Entire 2021 description changed
92227 disease; with remote clinical staff review and report, 0 .0% .0%
unilateral or bilateral
Imaging of retina for detection or monitoring of Entire 2021 description changed
92278 disease; with remo'Fe ph\./sician or otcher qualified 032 0% 0%
health care professional interpretation and report,
unilateral or bilateral

CPT 2021 CPT description WRVU 2021
P Added
92229 Imaging of retina for detection or monitoring of disease; point-of-care automated analysis and report, unilateral or bilateral 0
0621T Trabeculostomy ab interno by laser 0
0622T Trabeculostomy ab interno by laser; with use of ophthalmic endoscope 0
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Otolaryngology

CPT 2021 CPT descripti WRVU 2021
escription
s Added
92517 Vestibular evoked myogenic potential (VEMP) testing, with interpretation and report; cervical (c(VEMP) 0.8
92518 Vestibular evoked myogenic potential (VEMP) testing, with interpretation and report; ocular (0VEMP) 0.8
92519 Vestibular evoked myogenic potential (VEMP) testing, with interpretation and report; cervical (cVEMP) and ocular (0VEMP) 1.2
92650 Auditory evoked potentials; screening of auditory potential with broadband stimuli, automated analysis 0.25
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Pediatrics

Crosswalk: Deleted with Replacement Code

Deleted Replacement
o FY 18-20 | FY 18-20 WRVU 2021 o
CPT 2020 CPT description Volume Charges Added CPT 2021 CPT description
Impact Impact

Auditory evoked potentials; screening of auditory

Auditory evoked potentials for evoked .25 92650 potential with broadband stimuli, automated analysis

92586 response audiometry and/or testing of the 11% .06%
central nervous system; limited Auditory evoked potentials; for hearing status
1 92651 determination, broadband stimuli, with interpretation

and report

Material Revision ‘

FY 18-20 | FY 18-20
CPT 2021 CPT description Scope of Revision wRVU 2021 | Volume | Charges
Impact Impact

Prolonged service(s) in the outpatient setting "evaluation and management or psychotherapy service(s) (beyond
requiring direct patient contact beyond the time of [the typical service time of the primary procedure) in the office or 1.91% 1.82%
99355 the usual service; each additional 30 minutes (List other" was removed, and "service(s) in the" and "time of" was 1.77 o e

separately in addition to code for prolonged service) [added for the 2021 description.
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Radiology

Crosswalk: Deleted with Replacement Code

Deleted Replacement
o FY 18-20 | FY 18-20 WRVU 2021 o
CPT 2020 CPT description Volume Charges Added CPT 2021 CPT description
Impact Impact
Biopsy, lung or mediastinum, percutaneous Core needle biopsy, lung or mediastinum,
32405 needle 0.04% 0.09% 3.18 32408 percutaneous, including imaging guidance, when
performed

Deleted

FY 18-20 | FY 18-20
CPT 2020 CPT description Volume Charges
Impact Impact
76970 Ultrasound study follow-up (specify) .0% .0%
78135 Red cell survival study; differential organ/tissue kinetics (eg, splenic and/or hepatic sequestration) .0% .0%

Material Revision

FY 18-20 | FY 18-20
CPT 2021 CPT description Scope of Revision wRVU 2021 | Volume | Charges
Impact Impact

Injection(s), anesthetic agent(s) and/or steroid; A "s" was added to "agent" and a comma (,) was changed to a semi-

64455 plantar common digital nerve(s) (eg, Morton's colon(;) after steroid for the 2021 description. 0.75 0.00% 0.00%
neuroma)
Computed tomography, thorax, diagnostic; without |", diagnostic; "was added for the 2021 description.

71250 . 1.08 0.84% 1.25%
contrast material
Computed tomography, thorax, diagnostic; with ", diagnostic; "was added for the 2021 description.

71260 1.16 1.29% 2.04%

contrast material(s)

Page 34 of 51



Material Revision ‘

FY 18-20 | FY 18-20
CPT 2021 CPT description Scope of Revision wRVU 2021 | Volume | Charges
Impact Impact

Computed tomography, thorax, diagnostic; without |", diagnostic; " was added for the 2021 description.
71270 contrast material, followed by contrast material(s) 1.25 0.00% 0.00%
and further sections

Urography, antegrade, radiological supervision and |"(pyelostogram, nephrostogram, loopogram)" was removed for the
74425 interpretation 2021 description. 0.51 0.00% 0.00%

Ophthalmic ultrasound, diagnostic; anterior segment |"unilateral or bilateral" was added for the 2021 description.
76513 ultrasound, immersion (water bath) B-scan or high 0.6 0.00% 0.00%
resolution biomicroscopy, unilateral or bilateral

Analytes "CCND1/IGH (BCL1/IgH, t(11;14)) (eg, mantle cell
lymphoma) translocation analysis, major breakpoint, qualitative,
and quantitative, if performed" and "ETV6/NTRK3 (t(12;15)) (eg,
81401 See description below congenital/infantile fibrosarcoma), translocation analysis, 0 0.00% 0.00%
qualitative, and quantitative,if performed" was removed from the
2021 description.

Molecular pathology procedure, Level 2 (eg, 2-10 SNPs, 1 methylated variant, or 1 somatic variant [typically using nonsequencing target variant analysis], or detection of a
dynamic mutation disorder/triplet repeat) ABCC8 (ATP-binding cassette, sub-family C [CFTR/MRP], member 8) (eg, familial hyperinsulinism), common variants (eg, c.3898-9G>A
[c.3992-9G>A], F1388del) ABL1 (ABL proto-oncogene 1, non-receptor tyrosine kinase) (eg, acquired imatinib resistance), T315I variant ACADM (acyl-CoA dehydrogenase, C-4 to
C-12 straight chain, MCAD) (eg, medium chain acyl dehydrogenase deficiency), commons variants (eg, K304E, Y42H) ADRB2 (adrenergic beta-2 receptor surface) (eg, drug
metabolism), common variants (eg, G16R, Q27E) APOB (apolipoprotein B) (eg, familial hypercholesterolemia type B), common variants (eg, R3500Q, R3500W) APOE
(apolipoprotein E) (eg, hyperlipoproteinemia type Ill, cardiovascular disease, Alzheimer disease), common variants (eg, *2, *3, *4) CBFB/MYH11 (inv(16)) (eg, acute myeloid
leukemia), qualitative, and quantitative, if performed CBS (cystathionine-beta-synthase) (eg, homocystinuria, cystathionine beta-synthase deficiency), common variants (eg,
1278T, G307S) CFH/ARMS2 (complement factor H/age-related maculopathy susceptibility 2) (eg, macular degeneration), common variants (eg, YA02H [CFH], A69S [ARMS2])
DEK/NUP214 (t(6;9)) (eg, acute myeloid leukemia), translocation analysis, qualitative, and quantitative, if performed E2A/PBX1 (t(1;19)) (eg, acute lymphocytic leukemia),
translocation analysis, qualitative, and quantitative, if performed EML4/ALK (inv(2)) (eg, non-small cell lung cancer), translocation or inversion analysis ETV6/RUNX1 (t(12;21))
(eg, acute lymphocytic leukemia), translocation analysis, qualitative, and quantitative, if performed EWSR1/ATF1 (t(12;22)) (eg, clear cell sarcoma), translocation analysis,
qualitative, and quantitative, if performed EWSR1/ERG (t(21;22)) (eg, Ewing sarcoma/peripheral neuroectodermal tumor), translocation analysis, qualitative, and quantitative, if
performed EWSR1/FLI1 (t(11;22)) (eg, Ewing sarcoma/peripheral neuroectodermal tumor), translocation analysis, qualitative, and quantitative, if performed EWSR1/WT1
(t(11;22)) (eg, desmoplastic small round cell tumor), translocation analysis, qualitative, and quantitative, if performed F11 (coagulation factor XI) (eg, coagulation disorder),
common variants (eg, E117X [Type 1], F283L [Type lll], IVS14del14, and IVS14+1G>A [Type I]) FGFR3 (fibroblast growth factor receptor 3) (eg, achondroplasia,
hypochondroplasia), common variants (eg, 1138G>A, 1138G>C, 1620C>A, 1620C>G) FIP1L1/PDGFRA (del[4q12]) (eg, imatinib-sensitive chronic eosinophilic leukemia),
qualitative, and quantitative, if performed FLG (filaggrin) (eg, ichthyosis vulgaris), common variants (eg, R501X, 2282del4, R2447X, S3247X, 3702delG) FOXO1/PAX3 (t(2;13)) (eg,
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alveolar rhabdomyosarcoma), translocation analysis, qualitative, and quantitative, if performed FOXO1/PAX7 (t(1;13)) (eg, alveolar rhabdomyosarcoma), translocation analysis,
qualitative, and quantitative, if performed FUS/DDIT3 (t(12;16)) (eg, myxoid liposarcoma), translocation analysis, qualitative, and quantitative, if performed GALC
(galactosylceramidase) (eg, Krabbe disease), common variants (eg, c.857G>A, 30-kb deletion) GALT (galactose-1-phosphate uridylyltransferase) (eg, galactosemia), common
variants (eg, Q188R, S135L, K285N, T138M, L195P, Y209C, IVS2-2A>G, P171S, del5kb, N314D, L218L/N314D) H19 (imprinted maternally expressed transcript [non-protein
coding]) (eg, Beckwith-Wiedemann syndrome), methylation analysis IGH@/BCL2 (t(14;18)) (eg, follicular lymphoma), translocation analysis; single breakpoint (eg, major
breakpoint region [MBR] or minor cluster region [mcr]), qualitative or quantitative (When both MBR and mcr breakpoints are performed, use 81278) KCNQ10T1 (KCNQ1
overlapping transcript 1 [non-protein coding]) (eg, Beckwith-Wiedemann syndrome), methylation analysis LINCO0518 (long intergenic non-protein coding RNA 518) (eg,
melanoma), expression analysis LRRK2 (leucine-rich repeat kinase 2) (eg, Parkinson disease), common variants (eg, R1441G, G2019S, 12020T) MED12 (mediator complex subunit
12) (eg, FG syndrome type 1, Lujan syndrome), common variants (eg, R961W, N1007S) MEG3/DLK1 (maternally expressed 3 [non-protein coding]/delta-like 1 homolog
[Drosophila]) (eg, intrauterine growth retardation), methylation analysis MLL/AFF1 (t(4;11)) (eg, acute lymphoblastic leukemia), translocation analysis, qualitative, and
quantitative, if performed MLL/MLLT3 (t(9;11)) (eg, acute myeloid leukemia), translocation analysis, qualitative, and quantitative, if performed MT-ATP6 (mitochondrially
encoded ATP synthase 6) (eg, neuropathy with ataxia and retinitis pigmentosa [NARP], Leigh syndrome), common variants (eg, m.8993T>G, m.8993T>C) MT-ND4, MT-ND6
(mitochondrially encoded NADH dehydrogenase 4, mitochondrially encoded NADH dehydrogenase 6) (eg, Leber hereditary optic neuropathy [LHON]), common variants (eg,
m.11778G>A, m.3460G>A, m.14484T>C) MT-ND5 (mitochondrially encoded tRNA leucine 1 [UUA/G], mitochondrially encoded NADH dehydrogenase 5) (eg, mitochondrial
encephalopathy with lactic acidosis and stroke-like episodes [MELAS]), common variants (eg, m.3243A>G, m.3271T>C, m.3252A>G, m.13513G>A) MT-RNR1 (mitochondrially
encoded 12S RNA) (eg, nonsyndromic hearing loss), common variants (eg, m.1555A>G, m.1494C>T) MT-TK (mitochondrially encoded tRNA lysine) (eg, myoclonic epilepsy with
ragged-red fibers [MERRF]), common variants (eg, m.8344A>G, m.8356T>C) MT-TL1 (mitochondrially encoded tRNA leucine 1 [UUA/G]) (eg, diabetes and hearing loss), common
variants (eg, m.3243A>G, m.14709 T>C) MT-TL1 MT-TS1, MT-RNR1 (mitochondrially encoded tRNA serine 1 [UCN], mitochondrially encoded 125 RNA) (eg, nonsyndromic
sensorineural deafness [including aminoglycoside-induced nonsyndromic deafness]), common variants (eg, m.7445A>G, m.1555A>G) MUTYH (mutY homolog [E. coli]) (eg, MYH-
associated polyposis), common variants (eg, Y165C, G382D) NOD2 (nucleotide-binding oligomerization domain containing 2) (eg, Crohn's disease, Blau syndrome), common
variants (eg, SNP 8, SNP 12, SNP 13) NPM1/ALK (t(2;5)) (eg, anaplastic large cell ymphoma), translocation analysis PAX8/PPARG (t(2;3) (q13;p25)) (eg, follicular thyroid
carcinoma), translocation analysis PRAME (preferentially expressed antigen in melanoma) (eg, melanoma), expression analysis PRSS1 (protease, serine, 1 [trypsin 1]) (eg,
hereditary pancreatitis), common variants (eg, N29I, A16V, R122H) PYGM (phosphorylase, glycogen, muscle) (eg, glycogen storage disease type V, McArdle disease), common
variants (eg, R50X, G205S) RUNX1/RUNX1T1 (t(8;21)) (eg, acute myeloid leukemia) translocation analysis, qualitative, and quantitative, if performed SS18/SSX1 (t(X;18)) (eg,
synovial sarcoma), translocation analysis, qualitative, and quantitative, if performed SS18/SSX2 (t(X;18)) (eg, synovial sarcoma), translocation analysis, qualitative, and
guantitative, if performed VWF (von Willebrand factor) (eg, von Willebrand disease type 2N), common variants (eg, T791M, R816W, R854Q)
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Material Revision ‘

FY 18-20 | FY 18-20
CPT 2021 CPT description Scope of Revision wRVU 2021 | Volume | Charges
Impact Impact

82670 Estradiol; total " total" was added for the 2021 description. 0 0.05% 0.12%
CPT 2021 CPT description WRVU 2021
ipti
: Added
76145 Medical physics dose evaluation for radiation exposure that exceeds institutional review threshold, including report 0

Automated quantification and characterization of coronary atherosclerotic plaque to assess severity of coronary disease, using data from
0623T coronary computed tomographic angiography; data preparation and transmission, computerized analysis of data, with review of 0
computerized analysis output to reconcile discordant data, interpretation and report

0624T Automated quantification and characterization of coronary atherosclerotic plaque to assess severity of coronary disease, using data from 0
coronary computed tomographic angiography; data preparation and transmission

0625T Automated quantification and characterization of coronary atherosclerotic plaque to assess severity of coronary disease, using data from 0
coronary computed tomographic angiography; computerized analysis of data from coronary computed tomographic angiography

Automated quantification and characterization of coronary atherosclerotic plaque to assess severity of coronary disease, using data from
0626T coronary computed tomographic angiography; review of computerized analysis output to reconcile discordant data, interpretation and 0
report

0631T Transcutaneous visible light hyperspectral imaging measurement of oxyhemoglobin, deoxyhemoglobin, and tissue oxygenation, with 0
interpretation and report, per extremity

0632T Percutaneous transcatheter ultrasound ablation of nerves innervating the pulmonary arteries, including right heart catheterization, 0
pulmonary artery angiography, and all imaging guidance

0633T Computed tomography, breast, including 3D rendering, when performed, unilateral; without contrast material 0
0634T Computed tomography, breast, including 3D rendering, when performed, unilateral; with contrast material(s) 0
0635T Computed tomography, breast, including 3D rendering, when performed, unilateral; without contrast, followed by contrast material(s) 0
0636T Computed tomography, breast, including 3D rendering, when performed, bilateral; without contrast material(s) 0
0637T Computed tomography, breast, including 3D rendering, when performed, bilateral; with contrast material(s) 0
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wRVU 2021
CPT 2021 CPT description
: Added
0638T Computed tomography, breast, including 3D rendering, when performed, bilateral; without contrast, followed by contrast material(s) 0
0639T Wireless skin sensor thermal anisotropy measurement(s) and assessment of flow in cerebrospinal fluid shunt, including ultrasound guidance, 0
when performed
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Pulmonary

Deleted S — e ——— S —

FY 18-20 | FY 18-20

CPT 2020 CPT description Volume Charges

Impact Impact
94250 Expired gas collection, quantitative, single procedure (separate procedure) .00% .00%
94400 Breathing response to CO2 (CO2 response curve) .00% .00%
94750 Pulmonary compliance study (eg, plethysmography, volume and pressure measurements) .00% .00%
94770 Carbon dioxide, expired gas determination by infrared analyzer .00% .00%

Material Revision

FY 18-20 | FY 18-20
CPT 2021 CPT description Scope of Revision wRVU 2021 | Volume | Charges
Impact Impact

Exercise test for bronchospasm, including pre- and  |"electrocardiographic recording(s), and pulse oximetry" was
94617 post-spirometry and pulse oximetry; with removed, and "and pulse oximetry; with electrocardiographic 0.7 .00% .00%
electrocardiographic recording(s) recording(s)" was added for the 2021 description.

e 2021 CPT description WRVU 2021
ipti
i Added
94619 Exercise test for bronchospasm, including pre- and post-spirometry and pulse oximetry; without electrocardiographic recording(s) 49
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Urology

FY 18-20 | FY 18-20

CPT 2020 CPT description Volume Charges
Impact Impact
57112 Vaginectomy, complete removal of vaginal wall; with removal of paravaginal tissue (radical vaginectomy) with bilateral total pelvic 0% 0%
lymphadenectomy and para-aortic lymph node sampling (biopsy)
Vaginal hysterectomy, for uterus greater than 250 g; with colpo-urethrocystopexy (Marshall-Marchetti-Krantz type, Pereyra type)
58293 .0% .0%

with or without endoscopic control
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Annual Update: Evaluation and Management

Crosswalk: Deleted with Replacement Code

Deleted Replacement
o FY 18-20 | FY 18-20 WRVU 2021 o
CPT 2020 CPT description Volume Charges Added CPT 2021 CPT description
Impact Impact
Office or other outpatient visit for the Office or other outpatient visit for the evaluation
evaluation and management of a new and management of a new patient, which
patient, which requires these 3 key requires these 3 key components: An expanded
components: A problem focused problem focused history; An expanded problem
history; A problem focused focused examination; Straightforward medical
examination; Straightforward medical decision making. Counseling and/or coordination
decision making. Counseling and/or of care with other physicians, other qualified

coordination of care with other health care professionals, or agencies are

99201 physicians, other qualified health care \;ar!;etsick;y \;ar!;etsick;y 93 99202 provided consistent with the nature of the
professionals, or agencies are provided problem(s) and the patient's and/or family's
consistent with the nature of the needs. Usually, the presenting problem(s) are of
problem(s) and the patient's and/or low to moderate severity. Typically, 20 minutes
family's needs. Usually, the presenting are spent face-to-face with the patient and/or
problem(s) are self-limited or minor. family.

Typically, 10 minutes are spent face-to-
face with the patient and/or family.
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Material revision

FY 18-20 | FY 18-20
CPT 2021 CPT description Scope of Revision WwRVU 2021 VTS Charges
Impact Impact
Office or other outpatient visit for the "which requires these 3 key components: An expanded
evaluation and management of a new patient, |problem focused history; An expanded problem
which requires a medically appropriate history [focused examination; Straightforward medical decision
and/or examination and straightforward making. Counseling and/or coordination of care with
medical decision making. When using time for |other physicians, other qualified health care
code selection, 15-29 minutes of total time is  |professionals, or agencies are provided consistent with
spent on the date of the encounter. the nature of the problem(s) and the patient's and/or
99202 family's needs. Usually, the presenting problem(s) are .93
of low to moderate severity. Typically, 20 minutes are
spent face-to-face with the patient and/or family." was
replaced with "a medically appropriate history and/or
examination and straightforward medical decision
making. When using time for code selection, 15-29
minutes of total time is spent on the date of the
encounter." for the 2021 description. Varies Per | Varies Per
Specialty | Specialty
Office or other outpatient visit for the "these 3 key components: A detailed history; A detailed
evaluation and management of a new patient, |examination; Medical decision making of low
which requires a medically appropriate history |complexity. Counseling and/or coordination of care
and/or examination and low level of medical  |with other physicians, other qualified health care
decision making. When using time for code professionals, or agencies are provided consistent with
selection, 30-44 minutes of total time is spent [the nature of the problem(s) and the patient's and/or
99203 on the date of the encounter. family's needs. Usually, the presenting problem(s) are e
of moderate severity. Typically, 30 minutes are spent
face-to-face with the patient and/or family." was
replaced with" a medically appropriate history and/or
examination and low level of medical decision making.
When using time for code selection, 30-44 minutes of
total time is spent on the date of the encounter." for
the 2021 description.
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Material revision

FY 18-20 | FY 18-20
CPT 2021 CPT description Scope of Revision wRVU 2021 Volume Charges
Impact Impact
Office or other outpatient visit for the "these 3 key components: A comprehensive history; A
evaluation and management of a new patient, |comprehensive examination; Medical decision making
which requires a medically appropriate history |of moderate complexity. Counseling and/or
and/or examination and moderate level of coordination of care with other physicians, other
medical decision making. When using time for |qualified health care professionals, or agencies are
code selection, 45-59 minutes of total time is |provided consistent with the nature of the problem(s)
99204 spent on the date of the encounter. and the patient's and/or family's needs. Usually, the 26
presenting problem(s) are of moderate to high severity.
Typically, 45 minutes are spent face-to-face with the
patient and/or family." was replaced with" a medically
appropriate history and/or examination and moderate
level of medical decision making. When using time for
code selection, 45-59 minutes of total time is spent on
the date of the encounter” for the 2021 description. Vs Ber | Virtes Bar
Office or other outpatient visit for the "these 3 key components: A comprehensive history; A Specialty | Specialty
evaluation and management of a new patient, |comprehensive examination; Medical decision making
which requires a medically appropriate history |of high complexity. Counseling and/or coordination of
and/or examination and high level of medical |care with other physicians, other qualified health care
decision making. When using time for code professionals, or agencies are provided consistent with
selection, 60-74 minutes of total time is spent [the nature of the problem(s) and the patient's and/or
99205 on the date of the encounter. family's needs. Usually, the presenting problem(s) are 3.5
of moderate to high severity. Typically, 60 minutes are
spent face-to-face with the patient and/or family." was
replaced with "a medically appropriate history and/or
examination and high level of medical decision making.
When using time for code selection, 60-74 minutes of
total time is spent on the date of the encounter." for
the 2021 description.
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Material revision

self-limited or minor. Typically, 10 minutes are spent
face-to-face with the patient and/or family” was replaced
with "which requires a medically appropriate history
and/or examination and straightforward medical decision
making. When using time for code selection, 10-19
minutes of total time is spent on the date of the
encounter." for 2021 description.

FY 18-20 | FY 18-20
CPT 2021 CPT description Scope of Revision wRVU 2021 | Volume Charges
Impact Impact
Office or other outpatient visit for the "Typically, 5 minutes are spent performing or supervising
evaluation and management of an established |[these services." was removed for the 2021 description."
99211 patie.n.t that may not re.q.uire the presence of a 0.18
physician or other qualified health care
professional. Usually, the presenting problem(s)
are minimal.
Office or other outpatient visit for the "at least 2/3 key components: A problem focused history;
evaluation and management of an established |A problem focused examination; Straightforward medical
patient, which requires a medically appropriate |decision making. Counseling and/or coordination of care
history and/or examination and straightforward|with other physicians, other qualified health care Varies Per \Varies Per
medical decision making. When using time for |professionals, or agencies are provided consistent with Specialty  Specialty
code selection, 10-19 minutes of total time is  |the nature of the problem(s) and the patient's and/or
99212 spent on the date of the encounter. family's needs. Usually, the presenting problem(s) are 0.7
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Material revision

FY 18-20 | FY 18-20
CPT 2021 CPT description Scope of Revision wRVU 2021 Volume Charges
Impact Impact
Office or other outpatient visit for the evaluation "at least 2/3 key components: An expanded problem focused
and management of an established patient, which  |history; An expanded problem focused examination; Medical
requires a medically appropriate history and/or decision making of low complexity. Counseling and
examination and low level of medical decision coordination of care with other physicians, other qualified
making. When using time for code selection, 20-29 |health care professionals, or agencies are provided consistent
minutes of total time is spent on the date of the with the nature of the problem(s) and the patient's and/or
99213 encounter. family's needs. Usually, the presenting problem(s) are of low 13
to moderate severity. Typically, 15 minutes are spent face-to-
face with the patient and/or family." was removed, and
"which requires a medically appropriate history and/or
examination and low level of medical decision making. When
using time for code selection, 20-29 minutes of total time is
spent on the date of the encounter." was added for the 2021
description. Varies per | Varies Per
Specialty Specialty
Office or other outpatient visit for the evaluation "at least 2/3 key components: A detailed history; A detailed
and management of an established patient, which |examination; Medical decision making of moderate
requires a medically appropriate history and/or complexity. Counseling and/or coordination of care with
examination and moderate level of medical decision [other physicians, other qualified health care professionals, or
making. When using time for code selection, 30-39 |agencies are provided consistent with the nature of the
minutes of total time is spent on the date of the problem(s) and the patient's and/or family's needs. Usually,
99214 encounter. the presenting problem(s) are of moderate to high severity. 1.92
Typically, 25 minutes are spent face-to-face with the patient
and/or family." was replaced with", which requires a
medically appropriate history and/or examination and
moderate level of medical decision making. When using time
for code selection, 30-39 minutes of total time is spent on
the date of the encounter." for the 2021 description.
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Material revision

FY 18-20 | FY 18-20

CPT 2021 CPT description Scope of Revision wRVU 2021 Volume Charges
Impact Impact
Office or other outpatient visit for the evaluation "which requires at least 2 of these 3 key components: A
and management of an established patient, which  [comprehensive history; A comprehensive examination;
requires a medically appropriate history and/or Medical decision making of high complexity. Counseling
examination and high level of medical decision and/or coordination of care with other physicians, other
making. When using time for code selection, 40-54 |qualified health care professionals, or agencies are
minutes of total time is spent on the date of the provided consistent with the nature of the problem(s)
encounter. and the patient's and/or family's needs. Usually, the

Varies per | Varies Per

99215 resenting problem(s) are of moderate to high severity. 2.8
P ER <) : Y Specialty Specialty

Typically, 40 minutes are spent face-to-face with the
patient and/or family." was removed, and "which
requires a medically appropriate history and/or
examination and high level of medical decision making.
When using time for code selection, 40-54 minutes of
total time is spent on the date of the encounter." was
added for the 2021 description.

Page 46 of 51



Annual Update: Prolonged Evaluation & Management

Material revision

FY 18-20 | FY 18-20
CPT 2021 CPT description Scope of Revision wRVU 2021 VT Charges
Impact Impact
Prolonged service(s) in the outpatient setting "evaluation and management or psychotherapy service(s)
requiring direct patient contact beyond the time of |(beyond the typical service time of the primary procedure) in
the usual service; first hour (List separately in the office or other" was removed and "service(s) in the",
99354 addition to code for outpatient Evaluation and "time of", " except with" and "outpatient services [99202, 2.33
Management or psychotherapy service, except with {99203, 99204, 99205, 99212, 99213, 99214, 99215])" was
office or other outpatient services [99202, 99203, |added for the 2021 description. Varies per | Varies per
99204, 99205, 99212, 99213, 99214, 99215]) Specialty | Specialty
Prolonged service(s) in the outpatient setting "evaluation and management or psychotherapy service(s)
requiring direct patient contact beyond the time of |(beyond the typical service time of the primary procedure) in
99355 . . . . . . . 1.77
the usual service; each additional 30 minutes (List |the office or other" was removed, and "service(s) in the" and
separately in addition to code for prolonged service) |"time of" was added for the 2021 description.

CPT 2021 CPT descripti WRVU 2021
escription Added
Prolonged office or other outpatient evaluation and management service(s) beyond the minimum required time of the primary procedure
which has been selected using total time, requiring total time with or without direct patient contact beyond the usual service, on the date of
99417 the primary service, each 15 minutes of total time (List separately in addition to codes 99205, 99215 for office or other outpatient 0
Evaluation and Management services)
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Annual Update: Prolonged Evaluation & Management (IP or OBS)

FY 18-20 | FY 18-20

CPT 2021 CPT description Scope of Revision wRVU 2021 Volume Charges
Impact Impact
Prolonged service in the inpatient or observation "or observation" was added for the 2021 description.
setting, requiring unit/floor time beyond the usual . .
. ) . . .. Varies per | Varies per
99356 service; first hour (List separately in addition to code 1.71 ) .
. . . . Specialty Specialty
for inpatient or observation Evaluation and
Management service)
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Annual Update: Chronic Care Management Services

Material revision

FY 18-20 | FY 18-20
CPT 2021 CPT description Scope of Revision wRVU 2021 Volume Charges
Impact Impact

Complex chronic care management services with the|"establishment or substantial revision of a comprehensive
following required elements: multiple (two or more) care plan" was removed, and "comprehensive care plan
chronic conditions expected to last at least 12 established, implemented, revised, or monitored” was added
months, or until the death of the patient, chronic for the 2021 description.

conditions place the patient at significant risk of
99487 death, acute exacerbation/decompensation, or 1
functional decline, comprehensive care plan
established, implemented, revised, or monitored,
moderate or high complexity medical decision
making; first 60 minutes of clinical staff time
directed by a physician or other qualified health care
professional, per calendar month.

Varies per | Varies per
Specialty Specialty

Complex chronic care management services with the|"establishment or substantial revision of a comprehensive
following required elements: multiple (two or more) |care plan" was removed, and "comprehensive care plan
chronic conditions expected to last at least 12 established, implemented, revised, or monitored” was added
months, or until the death of the patient, chronic  [for the 2021 description.

conditions place the patient at significant risk of
death, acute exacerbation/decompensation, or
functional decline, comprehensive care plan
99489 . . . . .5
established, implemented, revised, or monitored,
moderate or high complexity medical decision
making; each additional 30 minutes of clinical staff
time directed by a physician or other qualified
health care professional, per calendar month (List
separately in addition to code for primary
procedure)
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Material revision

FY 18-20 | FY 18-20

functional decline, comprehensive care plan
established, implemented, revised, or monitored;
first 20 minutes of clinical staff time directed by a
physician or other qualified health care professional,
per calendar month

CPT 2021 CPT description Scope of Revision wRVU 2021 Volume Charges
Impact Impact
Chronic care management services with the "at least 20 minutes of clinical staff time directed by a
following required elements: multiple (two or more) [physician or other qualified health care professional, per
chronic conditions expected to last at least 12 calendar month," was removed, and "first 20 minutes of
months, or until the death of the patient, chronic clinical staff time directed by a physician or other qualified
conditions place the patient at significant risk of health care professional, per calendar month." was added to . .
. . . Varies per | Varies per
99490 death, acute exacerbation/decompensation, or the 2021 description. .61

Specialty Specialty

CPT 2021 CPT descripti WRVU 2021
escription Added
Complex chronic care management services with the following required elements: multiple (two or more) chronic conditions expected to
last at least 12 months, or until the death of the patient, chronic conditions place the patient at significant risk of death, acute
99489 exacerbation/decompensation, or functional decline, comprehensive care plan established, implemented, revised, or monitored, moderate 5
or high complexity medical decision making; each additional 30 minutes of clinical staff time directed by a physician or other qualified health
care professional, per calendar month (List separately in addition to code for primary procedure)
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Annual Update: Prolonged Clinical Staff

Material revision

FY 18-20 | FY 18-20
CPT 2021 CPT description Scope of Revision wRVU 2021 Volume Charges
Impact Impact

Prolonged clinical staff service (the service beyond
the highest time in the range of total time of the

service) during an evaluation and management "typical service time)" was removed, and " highest time in
99415 service in the office or outpatient setting, direct the range of total time of the service)" was added for the 0.0
patient contact with physician supervision; first hour|2021 description.
(List separately in addition to code for outpatient

Evaluation and Management service)
No Data No Data

Prolonged clinical staff service (the service beyond
the highest time in the range of total time of the

service) during an evaluation and management "typical service time)" was removed, and " highest time in
99416 service in the office or outpatient setting, direct the range of total time of the service)" was added for the 0.0
patient contact with physician supervision; each 2021 description.

additional 30 minutes (List separately in addition to
code for prolonged service)
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