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LOCUS       NFkB-TA-Lu   9486 bp    DNA   circular            24-OCT-2013 
SOURCE       
  ORGANISM   
COMMENT     This file is created by Vector NTI 
            http://www.informaxinc.com/ 
COMMENT     ORIGDB|GenBank 
COMMENT     VNTDATE|525266453| 
COMMENT     VNTDBDATE|676728237| 
COMMENT     LSOWNER| 
COMMENT     VNTNAME|NFkB-TA-Luciferase-UBC-dTomato-W| 
COMMENT     VNTAUTHORNAME|Darrell Kotton| 
COMMENT     VNTAUTHOREML|dkotton@bu.edu| 
FEATURES             Location/Qualifiers 
     misc_feature    1..636 
                     /gene="LTR" 
                     /vntifkey="21" 
                     /label=LTR 
                     /note="Long Terminal Repeat" 
     misc_feature    637..1155 
                     /gene="psi" 
                     /product="pbs-gag" 
                     /vntifkey="21" 
                     /label=PSI 
                     /note="PSI Packaging Sequence" 
     misc_feature    1303..1536 
                     /gene="rre" 
                     /product="minimal RRE" 
                     /vntifkey="21" 
                     /label=RRE 
                     /note="Rev Responsive Element" 
     misc_feature    2034..2211 
                     /gene="cppt" 
                     /vntifkey="21" 
                     /label=HIV\cpPu\(Trip) 
                     /note="Central Poly Purine Track" 
     misc_feature    5875..6466 
                     /gene="WPRE" 
                     /vntifkey="21" 



                     /label=WPRE 
                     /note="Woodchuck Hepatitis Virus Posttranscriptional Regulatory Element" 
     misc_feature    6537..6772 
                     /gene="dU3 LTR" 
                     /vntifkey="21" 
                     /label=dU3\LTR 
                     /note="Deleted U3 Long-Terminal Repeat" 
     CDS             7100..7939 
                     /gene="AMPr" 
                     /product="beta-lactamase (mature form)" 
                     /vntifkey="4" 
                     /label=AMPr 
                     /note="Ampicillin Resistance Gene" 
     rep_origin      8168..8701 
                     /gene="ORI" 
                     /product="ColE1 origin of replication" 
                     /vntifkey="33" 
                     /label=ORI 
                     /note="Bacterial Origin of Replication" 
     misc_feature    8938..9061 
                     /gene="SV40 ori" 
                     /vntifkey="21" 
                     /label=SV40\ori 
     primer_bind     9381..9409 
                     /vntifkey="28" 
                     /label=pHAGE-S1-500 
     primer_bind     401..421 
                     /vntifkey="28" 
                     /label=pHAGE-S501-1000 
     primer_bind     898..919 
                     /vntifkey="28" 
                     /label=pHAGE-S1001-1500 
     primer_bind     1391..1417 
                     /vntifkey="28" 
                     /label=pHAGE-S1501-2000 
     primer_bind     1898..1922 
                     /vntifkey="28" 
                     /label=pHAGE-S2001-2500 



     primer_bind     6134..6154 
                     /vntifkey="28" 
                     /label=pHAGE-S4001-4500 
     primer_bind     6770..6801 
                     /vntifkey="28" 
                     /label=pHAGE-S4501-5000 
     primer_bind     6876..6898 
                     /vntifkey="28" 
                     /label=pHAGE-S6001-6500 
     primer_bind     7349..7373 
                     /vntifkey="28" 
                     /label=pHAGE-S6501-7000 
     primer_bind     7869..7893 
                     /vntifkey="28" 
                     /label=pHAGE-S7001-7500 
     primer_bind     8373..8397 
                     /vntifkey="28" 
                     /label=pHAGE-S7501-8000 
     primer_bind     8876..8895 
                     /vntifkey="28" 
                     /label=pHAGE-S8001-8500 
     primer_bind     complement(158..179) 
                     /vntifkey="28" 
                     /label=pHAGE-A0050-8050 
     primer_bind     complement(667..690) 
                     /vntifkey="28" 
                     /label=pHAGE-A0550-0050 
     primer_bind     complement(1166..1189) 
                     /vntifkey="28" 
                     /label=pHAGE-A1050-0550 
     primer_bind     complement(1650..1678) 
                     /vntifkey="28" 
                     /label=pHAGE-A1550-1050 
     primer_bind     complement(2084..2112) 
                     /vntifkey="28" 
                     /label=pHAGE-A2050-1550 
     primer_bind     complement(5981..6004) 
                     /vntifkey="28" 



                     /label=pHAGE-A3550-3050 
     primer_bind     complement(6462..6484) 
                     /vntifkey="28" 
                     /label=pHAGE-A4050-3550 
     primer_bind     complement(7149..7172) 
                     /vntifkey="28" 
                     /label=pHAGE-A6050-5550 
     primer_bind     complement(7618..7641) 
                     /vntifkey="28" 
                     /label=pHAGE-A6550-6050 
     primer_bind     complement(8129..8150) 
                     /vntifkey="28" 
                     /label=pHAGE-A7050-6550 
     primer_bind     complement(8640..8661) 
                     /vntifkey="28" 
                     /label=pHAGE-A7550-7050 
     primer_bind     complement(9116..9142) 
                     /vntifkey="28" 
                     /label=pHAGE-A8050-7550 
     misc_feature    6472..6560 
                     /vntifkey="21" 
                     /label=HIV\nef 
                     /note="HIV nef" 
     misc_feature    454..551 
                     /vntifkey="21" 
                     /label=HIV\R 
                     /note="HIV Repeat Region" 
     misc_feature    6574..6689 
                     /vntifkey="21" 
                     /label=HIV\R 
                     /note="HIV Repeat Region" 
     misc_feature    6690..6772 
                     /vntifkey="21" 
                     /label=HIV\U5 
                     /note="HIV U5" 
     modified_base   6585..6585 
                     /vntifkey="23" 
                     /label=Difference\from\5'\LTR 



                     /note="This T is a C in the 5' LTR" 
     misc_feature    636..658 
                     /vntifkey="21" 
                     /label=PBS-K 
                     /note="tRNA binding site for Lysine tRNA" 
     misc_feature    697..806 
                     /vntifkey="21" 
                     /label=HIV-PSI 
     misc_feature    807..1144 
                     /vntifkey="21" 
                     /label=HR-ePSI 
     misc_feature    6773..6843 
                     /vntifkey="21" 
                     /label=3'\Flank 
                     /note="Chromosomal 3' Flanking Sequence carried over from original HIV 
integration site" 
     misc_feature    552..636 
                     /vntifkey="21" 
                     /label=HIV\U5 
                     /note="HIV U5" 
     misc_feature    1..453 
                     /vntifkey="21" 
                     /label=HIV\U3 
                     /note="Full Length HIV U3" 
     promoter        7047..7081 
                     /vntifkey="30" 
                     /label=P-Bla 
                     /note="Beta Lactamase Promoter" 
     primer_bind     complement(5903..5937) 
                     /vntifkey="28" 
                     /label=pHAGE\3'\CDS 
     promoter        4017..4427 
                     /vntifkey="29" 
                     /label=UBCp 
     CDS             2363..4015 
                     /vntifkey="4" 
                     /label=Luciferase 
     enhancer        2218..2283 



                     /vntifkey="9" 
                     /label=NFkB\enhancer\region 
     promoter        2277..2283 
                     /vntifkey="29" 
                     /label=pTA\minimal\promoter 
     CDS             4432..5862 
                     /vntifkey="4" 
                     /label=dTomato 
BASE COUNT     2449 a      2309 c      2492 g      2236 t  
ORIGIN 
        1 tggaagggct aattcactcc caaagaagac aagatatcct tgatctgtgg atctaccaca  
       61 cacaaggcta cttccctgat tagcagaact acacaccagg gccaggggtc agatatccac  
      121 tgacctttgg atggtgctac aagctagtac cagttgagcc agataaggta gaagaggcca  
      181 ataaaggaga gaacaccagc ttgttacacc ctgtgagcct gcatgggatg gatgacccgg  
      241 agagagaagt gttagagtgg aggtttgaca gccgcctagc atttcatcac gtggcccgag  
      301 agctgcatcc ggagtacttc aagaactgct gatatcgagc ttgctacaag ggactttccg  
      361 ctggggactt tccagggagg cgtggcctgg gcgggactgg ggagtggcga gccctcagat  
      421 cctgcatata agcagctgct ttttgcctgt actgggtctc tctggttaga ccagatctga  
      481 gcctgggagc tctctggcta actagggaac ccactgctta agcctcaata aagcttgcct  
      541 tgagtgcttc aagtagtgtg tgcccgtctg ttgtgtgact ctggtaacta gagatccctc  
      601 agaccctttt agtcagtgtg gaaaatctct agcagtggcg cccgaacagg gacttgaaag  
      661 cgaaagggaa accagaggag ctctctcgac gcaggactcg gcttgctgaa gcgcgcacgg  
      721 caagaggcga ggggcggcga ctggtgagta cgccaaaaat tttgactagc ggaggctaga  
      781 aggagagaga tgggtgcgag agcgtcagta ttaagcgggg gagaattaga tcgcgatggg  
      841 aaaaaattcg gttaaggcca gggggaaaga aaaaatataa attaaaacat atagtatggg  
      901 caagcaggga gctagaacga ttcgcagtta atcctggcct gttagaaaca tcagaaggct  
      961 gtagacaaat actgggacag ctacaaccat cccttcagac aggatcagaa gaacttagat  
     1021 cattatataa tacagtagca accctctatt gtgtgcatca aaggatagag ataaaagaca  
     1081 ccaaggaagc tttagacaag atagaggaag agcaaaacaa aagtaagacc accgcacagc  
     1141 aagcggccgg ccgctgatct tcagacctgg aggaggagat atgagggaca attggagaag  
     1201 tgaattatat aaatataaag tagtaaaaat tgaaccatta ggagtagcac ccaccaaggc  
     1261 aaagagaaga gtggtgcaga gagaaaaaag agcagtggga ataggagctt tgttccttgg  
     1321 gttcttggga gcagcaggaa gcactatggg cgcagcgtca atgacgctga cggtacaggc  
     1381 cagacaatta ttgtctggta tagtgcagca gcagaacaat ttgctgaggg ctattgaggc  
     1441 gcaacagcat ctgttgcaac tcacagtctg gggcatcaag cagctccagg caagaatcct  
     1501 ggctgtggaa agatacctaa aggatcaaca gctcctgggg atttggggtt gctctggaaa  
     1561 actcatttgc accactgctg tgccttggaa tgctagttgg agtaataaat ctctggaaca  
     1621 gatttggaat cacacgacct ggatggagtg ggacagagaa attaacaatt acacaagctt  



     1681 aatacactcc ttaattgaag aatcgcaaaa ccagcaagaa aagaatgaac aagaattatt  
     1741 ggaattagat aaatgggcaa gtttgtggaa ttggtttaac ataacaaatt ggctgtggta  
     1801 tataaaatta ttcataatga tagtaggagg cttggtaggt ttaagaatag tttttgctgt  
     1861 actttctata gtgaatagag ttaggcaggg atattcacca ttatcgtttc agacccacct  
     1921 cccaaccccg aggggacccg acaggcccga aggaatagaa gaagaaggtg gagagagaga  
     1981 cagagacaga tccattcgat tagtgaacgg atctcgacgg tatcgccgaa ttcacaaatg  
     2041 gcagtattca tccacaattt taaaagaaaa ggggggattg gggggtacag tgcaggggaa  
     2101 agaatagtag acataatagc aacagacata caaactaaag aattacaaaa acaaattaca  
     2161 aaaattcaaa attttcgggt ttattacagg gacagcagag atccagtttg gactagtggg  
     2221 aatttccggg aatttccggg aatttccggg aatttccaga tctagactct agagggtata  
     2281 taatggaagc tcgaattcca gcttggcatt ccggtactgt tggtaaaaag cttggcattc  
     2341 cggtactgtt ggtaaagcca ccatggaaga cgccaaaaac ataaagaaag gcccggcgcc  
     2401 attctatccg ctggaagatg gaaccgctgg agagcaactg cataaggcta tgaagagata  
     2461 cgccctggtt cctggaacaa ttgcttttac agatgcacat atcgaggtgg acatcactta  
     2521 cgctgagtac ttcgaaatgt ccgttcggtt ggcagaagct atgaaacgat atgggctgaa  
     2581 tacaaatcac agaatcgtcg tatgcagtga aaactctctt caattcttta tgccggtgtt  
     2641 gggcgcgtta tttatcggag ttgcagttgc gcccgcgaac gacatttata atgaacgtga  
     2701 attgctcaac agtatgggca tttcgcagcc taccgtggtg ttcgtttcca aaaaggggtt  
     2761 gcaaaaaatt ttgaacgtgc aaaaaaagct cccaatcatc caaaaaatta ttatcatgga  
     2821 ttctaaaacg gattaccagg gatttcagtc gatgtacacg ttcgtcacat ctcatctacc  
     2881 tcccggtttt aatgaatacg attttgtgcc agagtccttc gatagggaca agacaattgc  
     2941 actgatcatg aactcctctg gatctactgg tctgcctaaa ggtgtcgctc tgcctcatag  
     3001 aactgcctgc gtgagattct cgcatgccag agatcctatt tttggcaatc aaatcattcc  
     3061 ggatactgcg attttaagtg ttgttccatt ccatcacggt tttggaatgt ttactacact  
     3121 cggatatttg atatgtggat ttcgagtcgt cttaatgtat agatttgaag aagagctgtt  
     3181 tctgaggagc cttcaggatt acaagattca aagtgcgctg ctggtgccaa ccctattctc  
     3241 cttcttcgcc aaaagcactc tgattgacaa atacgattta tctaatttac acgaaattgc  
     3301 ttctggtggc gctcccctct ctaaggaagt cggggaagcg gttgccaaga ggttccatct  
     3361 gccaggtatc aggcaaggat atgggctcac tgagactaca tcagctattc tgattacacc  
     3421 cgagggggat gataaaccgg gcgcggtcgg taaagttgtt ccattttttg aagcgaaggt  
     3481 tgtggatctg gataccggga aaacgctggg cgttaatcaa agaggcgaac tgtgtgtgag  
     3541 aggtcctatg attatgtccg gttatgtaaa caatccggaa gcgaccaacg ccttgattga  
     3601 caaggatgga tggctacatt ctggagacat agcttactgg gacgaagacg aacacttctt  
     3661 catcgttgac cgcctgaagt ctctgattaa gtacaaaggc tatcaggtgg ctcccgctga  
     3721 attggaatcc atcttgctcc aacaccccaa catcttcgac gcaggtgtcg caggtcttcc  
     3781 cgacgatgac gccggtgaac ttcccgccgc cgttgttgtt ttggagcacg gaaagacgat  
     3841 gacggaaaaa gagatcgtgg attacgtcgc cagtcaagta acaaccgcga aaaagttgcg  
     3901 cggaggagtt gtgtttgtgg acgaagtacc gaaaggtctt accggaaaac tcgacgcaag  



     3961 aaaaatcaga gagatcctca taaaggccaa gaagggcgga aagatcgccg tgtaaggatc  
     4021 cggcctccgc gccgggtttt ggcgcctccc gcgggcgccc ccctcctcac ggcgagcgct  
     4081 gccacgtcag acgaagggcg cagcgagcgt cctgatcctt ccgcccggac gctcaggaca  
     4141 gcggcccgct gctcataaga ctcggcctta gaaccccagt atcagcagaa ggacatttta  
     4201 ggacgggact tgggtgactc tagggcactg gttttctttc cagagagcgg aacaggcgag  
     4261 gaaaagtagt cccttctcgg cgattctgcg gagggatctc cgtggggcgg tgaacgccga  
     4321 tgattatata aggacgcgcc gggtgtggca cagctagttc cgtcgcagcc gggatttggg  
     4381 tcgcggttct tgtttgtgga tcgctgtgat cgtcacttgg ccgcccatat gatggtgagc  
     4441 aagggcgagg aggtcatcaa agagttcatg cgcttcaagg tgcgcatgga gggctccatg  
     4501 aacggccacg agttcgagat cgagggcgag ggcgagggcc gcccctacga gggcacccag  
     4561 accgccaagc tgaaggtgac caagggcggc cccctgccct tcgcctggga catcctgtcc  
     4621 ccccagttca tgtacggctc caaggcgtac gtgaagcacc ccgccgacat ccccgattac  
     4681 aagaagctgt ccttccccga gggcttcaag tgggagcgcg tgatgaactt cgaggacggc  
     4741 ggtctggtga ccgtgaccca ggactcctcc ctgcaggacg gcacgctgat ctacaaggtg  
     4801 aagatgcgcg gcaccaactt cccccccgac ggccccgtaa tgcagaagaa gaccatgggc  
     4861 tgggaggcct ccaccgagcg cctgtacccc cgcgacggcg tgctgaaggg cgagatccac  
     4921 caggccctga agctgaagga cggcggccac tacctggtgg agttcaagac catctacatg  
     4981 gccaagaagc ccgtgcaact gcccggctac tactacgtgg acaccaagct ggacatcacc  
     5041 tcccacaacg aggactacac catcgtggaa cagtacgagc gctccgaggg ccgccaccac  
     5101 ctgttcctgg ggcatggcac cggcagcacc ggcagcggca gctccggcac cgcctcctcc  
     5161 gaggacaaca acatggccgt catcaaagag ttcatgcgct tcaaggtgcg catggagggc  
     5221 tccatgaacg gccacgagtt cgagatcgag ggcgagggcg agggccgccc ctacgagggc  
     5281 acccagaccg ccaagctgaa ggtgaccaag ggcggccccc tgcccttcgc ctgggacatc  
     5341 ctgtcccccc agttcatgta cggctccaag gcgtacgtga agcaccccgc cgacatcccc  
     5401 gattacaaga agctgtcctt ccccgagggc ttcaagtggg agcgcgtgat gaacttcgag  
     5461 gacggcggtc tggtgaccgt gacccaggac tcctccctgc aggacggcac gctgatctac  
     5521 aaggtgaaga tgcgcggcac caacttcccc cccgacggcc ccgtaatgca gaagaagacc  
     5581 atgggctggg aggcctccac cgagcgcctg tacccccgcg acggcgtgct gaagggcgag  
     5641 atccaccagg ccctgaagct gaaggacggc ggccactacc tggtggagtt caagaccatc  
     5701 tacatggcca agaagcccgt gcaactgccc ggctactact acgtggacac caagctggac  
     5761 atcacctccc acaacgagga ctacaccatc gtggaacagt acgagcgctc cgagggccgc  
     5821 caccacctgt tcctgtacgg catggacgag ctgtacaagt aaatcgatag atcctaatca  
     5881 acctctggat tacaaaattt gtgaaagatt gactggtatt cttaactatg ttgctccttt  
     5941 tacgctatgt ggatacgctg ctttaatgcc tttgtatcat gctattgctt cccgtatggc  
     6001 tttcattttc tcctccttgt ataaatcctg gttgctgtct ctttatgagg agttgtggcc  
     6061 cgttgtcagg caacgtggcg tggtgtgcac tgtgtttgct gacgcaaccc ccactggttg  
     6121 gggcattgcc accacctgtc agctcctttc cgggactttc gctttccccc tccctattgc  
     6181 cacggcggaa ctcatcgccg cctgccttgc ccgctgctgg acaggggctc ggctgttggg  



     6241 cactgacaat tccgtggtgt tgtcggggaa atcatcgtcc tttccttggc tgctcgcctg  
     6301 tgttgccacc tggattctgc gcgggacgtc cttctgctac gtcccttcgg ccctcaatcc  
     6361 agcggacctt ccttcccgcg gcctgctgcc ggctctgcgg cctcttccgc gtcttcgcct  
     6421 tcgccctcag acgagtcgga tctccctttg ggccgcctcc ccgcctgaga tcctttaaga  
     6481 ccaatgactt acaaggcagc tgtagatctt agccactttt taaaagaaaa ggggggactg  
     6541 gaagggctaa ttcactccca acgaagacaa gatctgcttt ttgcttgtac tgggtctctc  
     6601 tggttagacc agatctgagc ctgggagctc tctggctaac tagggaaccc actgcttaag  
     6661 cctcaataaa gcttgccttg agtgcttcaa gtagtgtgtg cccgtctgtt gtgtgactct  
     6721 ggtaactaga gatccctcag acccttttag tcagtgtgga aaatctctag cagtagtagt  
     6781 tcatgtcatc ttattattca gtatttataa cttgcaaaga aatgaatatc agagagtgag  
     6841 aggcccgggt taattaagga aagggctaga tcattcttga agacgaaagg gcctcgtgat  
     6901 acgcctattt ttataggtta atgtcatgat aataatggtt tcttagacgt caggtggcac  
     6961 ttttcgggga aatgtgcgcg gaacccctat ttgtttattt ttctaaatac attcaaatat  
     7021 gtatccgctc atgagacaat aaccctgata aatgcttcaa taatattgaa aaaggaagag  
     7081 tatgagtatt caacatttcc gtgtcgccct tattcccttt tttgcggcat tttgccttcc  
     7141 tgtttttgct cacccagaaa cgctggtgaa agtaaaagat gctgaagatc agttgggtgc  
     7201 acgagtgggt tacatcgaac tggatctcaa cagcggtaag atccttgaga gttttcgccc  
     7261 cgaagaacgt tttccaatga tgagcacttt taaagttctg ctatgtggcg cggtattatc  
     7321 ccgtgttgac gccgggcaag agcaactcgg tcgccgcata cactattctc agaatgactt  
     7381 ggttgagtac tcaccagtca cagaaaagca tcttacggat ggcatgacag taagagaatt  
     7441 atgcagtgct gccataacca tgagtgataa cactgcggcc aacttacttc tgacaacgat  
     7501 cggaggaccg aaggagctaa ccgctttttt gcacaacatg ggggatcatg taactcgcct  
     7561 tgatcgttgg gaaccggagc tgaatgaagc cataccaaac gacgagcgtg acaccacgat  
     7621 gcctgtagca atggcaacaa cgttgcgcaa actattaact ggcgaactac ttactctagc  
     7681 ttcccggcaa caattaatag actggatgga ggcggataaa gttgcaggac cacttctgcg  
     7741 ctcggccctt ccggctggct ggtttattgc tgataaatct ggagccggtg agcgtgggtc  
     7801 tcgcggtatc attgcagcac tggggccaga tggtaagccc tcccgtatcg tagttatcta  
     7861 cacgacgggg agtcaggcaa ctatggatga acgaaataga cagatcgctg agataggtgc  
     7921 ctcactgatt aagcattggt aactgtcaga ccaagtttac tcatatatac tttagattga  
     7981 tttaaaactt catttttaat ttaaaaggat ctaggtgaag atcctttttg ataatctcat  
     8041 gaccaaaatc ccttaacgtg agttttcgtt ccactgagcg tcagaccccg tagaaaagat  
     8101 caaaggatct tcttgagatc ctttttttct gcgcgtaatc tgctgcttgc aaacaaaaaa  
     8161 accaccgcta ccagcggtgg tttgtttgcc ggatcaagag ctaccaactc tttttccgaa  
     8221 ggtaactggc ttcagcagag cgcagatacc aaatactgtt cttctagtgt agccgtagtt  
     8281 aggccaccac ttcaagaact ctgtagcacc gcctacatac ctcgctctgc taatcctgtt  
     8341 accagtggct gctgccagtg gcgataagtc gtgtcttacc gggttggact caagacgata  
     8401 gttaccggat aaggcgcagc ggtcgggctg aacggggggt tcgtgcacac agcccagctt  
     8461 ggagcgaacg acctacaccg aactgagata cctacagcgt gagctatgag aaagcgccac  



     8521 gcttcccgaa gggagaaagg cggacaggta tccggtaagc ggcagggtcg gaacaggaga  
     8581 gcgcacgagg gagcttccag ggggaaacgc ctggtatctt tatagtcctg tcgggtttcg  
     8641 ccacctctga cttgagcgtc gatttttgtg atgctcgtca ggggggcgga gcctatggaa  
     8701 aaacgccagc aacgcggcct ttttacggtt cctggccttt tgctggcctt ttgctcacat  
     8761 gttctttcct gcgttatccc ctgattctgt ggataaccgt attaccgcct ttgagtgagc  
     8821 tgataccgct cgccgcagcc gaacgaccga gcgcagcgag tcagtgagcg aggaagcgga  
     8881 agagcgccca atacgcaaac cgcctctccc cgcgcgttgg ccgattcatt aatgcagcaa  
     8941 gctcatggct gactaatttt ttttatttat gcagaggccg aggccgcctc ggcctctgag  
     9001 ctattccaga agtagtgagg aggctttttt ggaggcctag gcttttgcaa aaagctcccc  
     9061 gtggcacgac aggtttcccg actggaaagc gggcagtgag cgcaacgcaa ttaatgtgag  
     9121 ttagctcact cattaggcac cccaggcttt acactttatg cttccggctc gtatgttgtg  
     9181 tggaattgtg agcggataac aatttcacac aggaaacagc tatgacatga ttacgaattt  
     9241 cacaaataaa gcattttttt cactgcattc tagttgtggt ttgtccaaac tcatcaatgt  
     9301 atcttatcat gtctggatca actggataac tcaagctaac caaaatcatc ccaaacttcc  
     9361 caccccatac cctattacca ctgccaatta cctgtggttt catttactct aaacctgtga  
     9421 ttcctctgaa ttattttcat tttaaagaaa ttgtatttgt taaatatgta ctacaaactt  
     9481 agtagt  
// 
 

AatI (3) aggcct 4871, 5597, 9039 
Acc113I (3) agtact 319, 2532, 7392 
Acc16I (3) tgcgca 4487, 5213, 7650 
AccIII (3) tccgga 314, 3064, 3580 
AfeI (3) agcgct 4081, 5084, 5810 
AhdI (3) gacnnnnngtc 4620, 5346, 7875 
AitI (3) agcgct 4081, 5084, 5810 
AleI (3) cacnnnngtg 1583, 5068, 5794 
Alw44I (3) gtgcac 6091, 7203, 8449 
Aor13HI (3) tccgga 314, 3064, 3580 
Aor51HI (3) agcgct 4081, 5084, 5810 
AosI (3) tgcgca 4487, 5213, 7650 
ApaLI (3) gtgcac 6091, 7203, 8449 
AseI (3) attaat 7699, 8934, 9116 
AsnI (3) attaat 7699, 8934, 9116 
AspEI (3) gacnnnnngtc 4620, 5346, 7875 
AspMI (3) aggcct 4871, 5597, 9039 



AssI (3) agtact 319, 2532, 7392 
AviII (3) tgcgca 4487, 5213, 7650 
BbvAIII (3) tccgga 314, 3064, 3580 
Bli736I (3) ggtctc 461, 6599, 7803 
BplI (3) gagnnnnnctc 686, 3980, 8991 
BpoAI (3) attaat 7699, 8934, 9116 
BsaI (3) ggtctc 461, 6599, 7803 
Bse3DI (3) gcaatg 6130, 7816, 7634 
BseAI (3) tccgga 314, 3064, 3580 
BseMI (3) gcaatg 6130, 7816, 7634 
BsgI (3) gtgcag 1280, 1409, 2096 
BsiMI (3) tccgga 314, 3064, 3580 
Bso31I (3) ggtctc 461, 6599, 7803 
Bsp13I (3) tccgga 314, 3064, 3580 
Bsp19I (3) ccatgg 2367, 4859, 5585 
BspEI (3) tccgga 314, 3064, 3580 
BspMII (3) tccgga 314, 3064, 3580 
BspOVI (3) gacnnnnngtc 4620, 5346, 7875 
BspTNI (3) ggtctc 461, 6599, 7803 
BsrDI (3) gcaatg 6130, 7816, 7634 
Bsu23I (3) tccgga 314, 3064, 3580 
CauB3I (3) tccgga 314, 3064, 3580 
CeqI (3) gatatc 39, 118, 337 
DpaI (3) agtact 319, 2532, 7392 
Eam1105I (3) gacnnnnngtc 4620, 5346, 7875 
Ecl136II (3) gagctc 493, 684, 6631 
EclHKI (3) gacnnnnngtc 4620, 5346, 7875 
Eco147I (3) aggcct 4871, 5597, 9039 
Eco255I (3) agtact 319, 2532, 7392 
Eco31I (3) ggtctc 461, 6599, 7803 
Eco32I (3) gatatc 39, 118, 337 
Eco47III (3) agcgct 4081, 5084, 5810 
Eco53kI (3) gagctc 493, 684, 6631 



EcoA4I (3) ggtctc 461, 6599, 7803 
EcoICRI (3) gagctc 493, 684, 6631 
EcoO44I (3) ggtctc 461, 6599, 7803 
EcoRV (3) gatatc 39, 118, 337 
FdiII (3) tgcgca 4487, 5213, 7650 
FspI (3) tgcgca 4487, 5213, 7650 
FunI (3) agcgct 4081, 5084, 5810 
GdiI (3) aggcct 4871, 5597, 9039 
HjaI (3) gatatc 39, 118, 337 
HpyCI (3) gatatc 39, 118, 337 
Kpn2I (3) tccgga 314, 3064, 3580 
M.EcoRV (3) gatatc 39, 118, 337 
M.MunI (3) caattg 1195, 2484, 2940 
M.NgoBIX (3) gtannnnnctc 348, 7214, 8496 
M.NmeSI (3) agtact 319, 2532, 7392 
M.SacI (3) gagctc 493, 684, 6631 
M.ScaI (3) agtact 319, 2532, 7392 
M.StyLTIII (3) gagnnnnnnrtayg 7371, 1184, 8896 
M.VspI (3) attaat 7699, 8934, 9116 
MfeI (3) caattg 1195, 2484, 2940 
MroI (3) tccgga 314, 3064, 3580 
MstI (3) tgcgca 4487, 5213, 7650 
MunI (3) caattg 1195, 2484, 2940 
MxaI (3) gagctc 493, 684, 6631 
NcoI (3) ccatgg 2367, 4859, 5585 
NruGI (3) gacnnnnngtc 4620, 5346, 7875 
NsbI (3) tgcgca 4487, 5213, 7650 
NsiCI (3) gatatc 39, 118, 337 
OliI (3) cacnnnngtg 1583, 5068, 5794 
PamI (3) tgcgca 4487, 5213, 7650 
PceI (3) aggcct 4871, 5597, 9039 
PinBII (3) tccgga 314, 3064, 3580 
Pme55I (3) aggcct 4871, 5597, 9039 



PshBI (3) attaat 7699, 8934, 9116 
Psp124BI (3) gagctc 493, 684, 6631 
PtaI (3) tccgga 314, 3064, 3580 
Pun14627I (3) tgcgca 4487, 5213, 7650 
RflFII (3) agtact 319, 2532, 7392 
SacI (3) gagctc 493, 684, 6631 
SapI (3) gctcttc 1114, 3177, 8886 
SarI (3) aggcct 4871, 5597, 9039 
ScaI (3) agtact 319, 2532, 7392 
SnoI (3) gtgcac 6091, 7203, 8449 
Sru30DI (3) aggcct 4871, 5597, 9039 
Sru4DI (3) attaat 7699, 8934, 9116 
SseBI (3) aggcct 4871, 5597, 9039 
SstI (3) gagctc 493, 684, 6631 
SteI (3) aggcct 4871, 5597, 9039 
StuI (3) aggcct 4871, 5597, 9039 
TaqII (3) gaccga 7353, 7512, 8851 
VneI (3) gtgcac 6091, 7203, 8449 
VpaK32I (3) gctcttc 1114, 3177, 8886 
VspI (3) attaat 7699, 8934, 9116 
AasI (2) gacnnnnnngtc 3770, 8661 
AatII (2) gacgtc 6331, 6952 
AauI (2) tgtaca 2859, 5858 
Acc36I (2) acctgc 3767, 3776 
AccI (2) gtmkac 967, 2113 
AclI (2) aacgtt 7272, 7645 
AflII (2) cttaag 523, 6661 
AflIII (2) acrygt 2862, 8763 
AjoI (2) ctgcag 4777, 5503 
AliAJI (2) ctgcag 4777, 5503 
ApiI (2) ctgcag 4777, 5503 
Asp700 (2) gaannnnttc 850, 7275 
Asp700I (2) gaannnnttc 850, 7275 



Asp713I (2) ctgcag 4777, 5503 
BalI (2) tggcca 4985, 5711 
BavAI (2) cagctg 439, 6503 
BavBI (2) cagctg 439, 6503 
BavI (2) cagctg 439, 6503 
BbvAI (2) gaannnnttc 850, 7275 
BcgI (2) cgannnnnntgc 7354, 3900 
BfrI (2) cttaag 523, 6661 
BfuAI (2) acctgc 3767, 3776 
BglI (2) gccnnnnnggc 7756, 8994 
BloHII (2) ctgcag 4777, 5503 
BoxI (2) gacnnnngtc 4745, 5471 
Bpu10I (2) cctnagc 1430, 4138 
BpuB5I (2) cgtacg 4652, 5378 
BpuDI (2) cctnagc 1430, 4138 
BsiWI (2) cgtacg 4652, 5378 
Bsp1407I (2) tgtaca 2859, 5858 
Bsp153AI (2) cagctg 439, 6503 
Bsp63I (2) ctgcag 4777, 5503 
BspAAII (2) tctaga 2267, 2274 
BspBI (2) ctgcag 4777, 5503 
BspM39I (2) cagctg 439, 6503 
BspMI (2) acctgc 3767, 3776 
BspO4I (2) cagctg 439, 6503 
BspTI (2) cttaag 523, 6661 
BsrGI (2) tgtaca 2859, 5858 
Bst98I (2) cttaag 523, 6661 
BstHZ55I (2) ccannnnnntgg 4982, 5708 
BstMAI (2) ctgcag 4777, 5503 
BstNSI (2) rcatgy 3028, 8763 
BstPAI (2) gacnnnngtc 4745, 5471 
BstPZ740I (2) cttaag 523, 6661 
BstXI (2) ccannnnnntgg 4982, 5708 



BsuBI (2) ctgcag 4777, 5503 
BvuBI (2) cgtacg 4652, 5378 
CcoI (2) gccggc 1152, 6394 
CflI (2) ctgcag 4777, 5503 
Cfr42I (2) ccgcgg 4055, 6382 
Cfr6I (2) cagctg 439, 6503 
CfrA4I (2) ctgcag 4777, 5503 
CfuII (2) ctgcag 4777, 5503 
CscI (2) ccgcgg 4055, 6382 
CstI (2) ctgcag 4777, 5503 
DmaI (2) cagctg 439, 6503 
DrdI (2) gacnnnnnngtc 3770, 8661 
DseDI (2) gacnnnnnngtc 3770, 8661 
Eae46I (2) ccgcgg 4055, 6382 
Ecl2zI (2) ctgcag 4777, 5503 
Ecl37kI (2) ctgcag 4777, 5503 
EclI (2) cagctg 439, 6503 
Eco29kI (2) ccgcgg 4055, 6382 
Eco56I (2) gccggc 1152, 6394 
EcoRI (2) gaattc 2034, 2299 
Esp4I (2) cttaag 523, 6661 
FblI (2) gtmkac 967, 2113 
FspAI (2) rtgcgcay 4488, 5214 
FunII (2) gaattc 2034, 2299 
GalI (2) ccgcgg 4055, 6382 
GceGLI (2) ccgcgg 4055, 6382 
GceI (2) ccgcgg 4055, 6382 
HalI (2) gaattc 2034, 2299 
HalII (2) ctgcag 4777, 5503 
HincII (2) gtyrac 3671, 7331 
HindII (2) gtyrac 3671, 7331 
HinJCI (2) gtyrac 3671, 7331 
Kpn378I (2) ccgcgg 4055, 6382 



Kpn49kI (2) gaattc 2034, 2299 
KspI (2) ccgcgg 4055, 6382 
M.AccI (2) gtmkac 967, 2113 
M.AclI (2) aacgtt 7272, 7645 
M.AflIII (2) acrygt 2862, 8763 
M.BcgI (2) cgannnnnntgc 7354, 3900 
M.BsuBI (2) ctgcag 4777, 5503 
M.Cfr6I (2) cagctg 439, 6503 
M.EcoBI (2) tgannnnnnnntgct 6784, 2707 
M.EcoRI (2) gaattc 2034, 2299 
M.HincII (2) gtyrac 3671, 7331 
M.HindII (2) gtyrac 3671, 7331 
M.KpnAI (2) gaannnnnntgcc 1897, 4237 
M.NgoMIV (2) gccggc 1152, 6394 
M.NspHI (2) rcatgy 3028, 8763 
M.NspI (2) rcatgy 3028, 8763 
M.PshAI (2) gacnnnngtc 4745, 5471 
M.PstI (2) ctgcag 4777, 5503 
M.PvuII (2) cagctg 439, 6503 
M.RsrI (2) gaattc 2034, 2299 
M.SauLPI (2) gccggc 1152, 6394 
M.SsoI (2) gaattc 2034, 2299 
M.XbaI (2) tctaga 2267, 2274 
MabI (2) accwggt 4959, 5685 
MaeK81I (2) cgtacg 4652, 5378 
MhaAI (2) ctgcag 4777, 5503 
MlsI (2) tggcca 4985, 5711 
Mlu31I (2) tggcca 4985, 5711 
MluNI (2) tggcca 4985, 5711 
MroNI (2) gccggc 1152, 6394 
MroXI (2) gaannnnttc 850, 7275 
MscI (2) tggcca 4985, 5711 
Msp20I (2) tggcca 4985, 5711 



MspCI (2) cttaag 523, 6661 
NaeI (2) gccggc 1152, 6394 
NgoAIII (2) ccgcgg 4055, 6382 
NgoAIV (2) gccggc 1152, 6394 
NgoMI (2) gccggc 1152, 6394 
NgoMIV (2) gccggc 1152, 6394 
NgoPIII (2) ccgcgg 4055, 6382 
NmeRI (2) cagctg 439, 6503 
NspHI (2) rcatgy 3028, 8763 
NspI (2) rcatgy 3028, 8763 
Pae14kI (2) ccgcgg 4055, 6382 
Pae17kI (2) cagctg 439, 6503 
Pae5kI (2) ccgcgg 4055, 6382 
PaeAI (2) ccgcgg 4055, 6382 
PaePI (2) ctgcag 4777, 5503 
PaeQI (2) ccgcgg 4055, 6382 
PauAI (2) rcatgy 3028, 8763 
PdiI (2) gccggc 1152, 6394 
PdmI (2) gaannnnttc 850, 7275 
Pfl21I (2) ctgcag 4777, 5503 
Pfl23II (2) cgtacg 4652, 5378 
Pfl27I (2) rggwccy 1940, 3548 
PpiI (2) gaacnnnnnctc 8072, 7229 
Ppu111I (2) gaattc 2034, 2299 
PpuAI (2) cgtacg 4652, 5378 
PpuMI (2) rggwccy 1940, 3548 
PpuXI (2) rggwccy 1940, 3548 
PshAI (2) gacnnnngtc 4745, 5471 
PsiI (2) ttataa 2692, 6811 
Psp1406I (2) aacgtt 7272, 7645 
Psp23I (2) ctgcag 4777, 5503 
Psp5II (2) rggwccy 1940, 3548 
PspLI (2) cgtacg 4652, 5378 



PspPPI (2) rggwccy 1940, 3548 
PstI (2) ctgcag 4777, 5503 
Pun14627II (2) cagctg 439, 6503 
PunAII (2) rcatgy 3028, 8763 
Pvu84II (2) cagctg 439, 6503 
PvuII (2) cagctg 439, 6503 
RleAI (2) cccaca 5048, 5774 
RsrI (2) gaattc 2034, 2299 
SacII (2) ccgcgg 4055, 6382 
SalPI (2) ctgcag 4777, 5503 
SauBMKI (2) gccggc 1152, 6394 
SauHPI (2) gccggc 1152, 6394 
SauLPI (2) gccggc 1152, 6394 
SauNI (2) gccggc 1152, 6394 
SauSI (2) gccggc 1152, 6394 
SbfI (2) cctgcagg 4778, 5504 
SceIII (2) gccggc 1152, 6394 
SchZI (2) ccgcgg 4055, 6382 
SdaI (2) cctgcagg 4778, 5504 
SenPT14bI (2) ccgcgg 4055, 6382 
SexAI (2) accwggt 4959, 5685 
SexBI (2) ccgcgg 4055, 6382 
SexCI (2) ccgcgg 4055, 6382 
SflI (2) ctgcag 4777, 5503 
Sfr303I (2) ccgcgg 4055, 6382 
SgrBI (2) ccgcgg 4055, 6382 
Slu1777I (2) gccggc 1152, 6394 
SplI (2) cgtacg 4652, 5378 
SpuI (2) ccgcgg 4055, 6382 
Srl32DII (2) gaattc 2034, 2299 
SrlI (2) gccggc 1152, 6394 
Sse8387I (2) cctgcagg 4778, 5504 
SsoI (2) gaattc 2034, 2299 



Ssp4800I (2) tgtaca 2859, 5858 
Ssp5230I (2) gacgtc 6331, 6952 
SspBI (2) tgtaca 2859, 5858 
Sst12I (2) ctgcag 4777, 5503 
SstII (2) ccgcgg 4055, 6382 
SunI (2) cgtacg 4652, 5378 
Tsp8EI (2) gccnnnnnggc 7756, 8994 
Vha464I (2) cttaag 523, 6661 
XbaI (2) tctaga 2267, 2274 
XceI (2) rcatgy 3028, 8763 
XmiI (2) gtmkac 967, 2113 
XmnI (2) gaannnnttc 850, 7275 
YenI (2) ctgcag 4777, 5503 
ZraI (2) gacgtc 6331, 6952 
AaaI (1) cggccg 1150 
AagI (1) atcgat 5869 
AarI (1) cacctgc 3768 
AbaI (1) tgatca 2949 
AbeI (1) cctcagc 1430 
AccEBI (1) ggatcc 4022 
AclNI (1) actagt 2218 
AcpI (1) ttcgaa 2537 
AcvI (1) cacgtg 294 
AdeI (1) cacnnngtg 216 
Afa16RI (1) cgatcg 7503 
Afa22MI (1) cgatcg 7503 
AhlI (1) actagt 2218 
AhyI (1) cccggg 6850 
AliI (1) ggatcc 4022 
ApaBI (1) gcannnnntgc 1458 
ApaCI (1) ggatcc 4022 
AsiI (1) ggatcc 4022 
Asp10HI (1) ttcgaa 2537 



AsuII (1) ttcgaa 2537 
AvrBII (1) cctagg 9042 
AvrII (1) cctagg 9042 
BaeI (1) acnnnngtayc 4184 
BamHI (1) ggatcc 4022 
BanIII (1) atcgat 5869 
BbrPI (1) cacgtg 294 
BbuI (1) gcatgc 3028 
BbvAII (1) atcgat 5869 
BbvCI (1) cctcagc 1430 
Bce751I (1) ggatcc 4022 
Bci29I (1) atcgat 5869 
BciBI (1) atcgat 5869 
BclI (1) tgatca 2949 
BcmI (1) atcgat 5869 
BcoAI (1) cacgtg 294 
BcuI (1) actagt 2218 
BdiI (1) atcgat 5869 
Bim19I (1) ttcgaa 2537 
BimI (1) ttcgaa 2537 
Bli41I (1) atcgat 5869 
Bli86I (1) atcgat 5869 
BliRI (1) atcgat 5869 
BlnI (1) cctagg 9042 
BmgBI (1) cacgtc 4089 
BnaI (1) ggatcc 4022 
Bpu14I (1) ttcgaa 2537 
Bsa29I (1) atcgat 5869 
BsaBI (1) gatnnnnatc 5880 
BscI (1) atcgat 5869 
Bse8I (1) gatnnnnatc 5880 
BseCI (1) atcgat 5869 
BseJI (1) gatnnnnatc 5880 



BsePI (1) gcgcgc 717 
BseX3I (1) cggccg 1150 
Bsh1365I (1) gatnnnnatc 5880 
BsiBI (1) gatnnnnatc 5880 
BsiCI (1) ttcgaa 2537 
BsiQI (1) tgatca 2949 
BsiXI (1) atcgat 5869 
Bsp106I (1) atcgat 5869 
Bsp119I (1) ttcgaa 2537 
Bsp4009I (1) ggatcc 4022 
Bsp68I (1) tcgcga 837 
Bsp98I (1) ggatcc 4022 
BspA2I (1) cctagg 9042 
BspAAIII (1) ggatcc 4022 
BspCI (1) cgatcg 7503 
BspDI (1) atcgat 5869 
BspJII (1) atcgat 5869 
BspLAII (1) ttcgaa 2537 
BspLU11I (1) acatgt 8763 
BspOVII (1) atcgat 5869 
BspT104I (1) ttcgaa 2537 
BspXI (1) atcgat 5869 
BspXII (1) tgatca 2949 
BspZEI (1) atcgat 5869 
BsrBRI (1) gatnnnnatc 5880 
BssHII (1) gcgcgc 717 
Bst28I (1) atcgat 5869 
BstAPI (1) gcannnnntgc 1458 
BstBI (1) ttcgaa 2537 
BstBZ153I (1) gcgcgc 717 
BstI (1) ggatcc 4022 
BstIZ316I (1) cacnnngtg 216 
BstNZ169I (1) atcgat 5869 



BstT7I (1) tgatca 2949 
BstZI (1) cggccg 1150 
Bsu15I (1) atcgat 5869 
BsuTUI (1) atcgat 5869 
BtrI (1) cacgtc 4089 
CbiI (1) ttcgaa 2537 
CelI (1) ggatcc 4022 
Cfr9I (1) cccggg 6850 
CfrJ4I (1) cccggg 6850 
ClaI (1) atcgat 5869 
Csp45I (1) ttcgaa 2537 
Csp68KII (1) ttcgaa 2537 
DraIII (1) cacnnngtg 216 
EaeAI (1) cccggg 6850 
EagBI (1) cgatcg 7503 
EagI (1) cggccg 1150 
EclRI (1) cccggg 6850 
EclXI (1) cggccg 1150 
Eco52I (1) cggccg 1150 
Eco72I (1) cacgtg 294 
ErhB9I (1) cgatcg 7503 
FauNDI (1) catatg 4432 
FbaI (1) tgatca 2949 
FseI (1) ggccggcc 1153 
FspII (1) ttcgaa 2537 
GstI (1) ggatcc 4022 
Ksp22I (1) tgatca 2949 
LcaI (1) atcgat 5869 
LplI (1) atcgat 5869 
LspI (1) ttcgaa 2537 
M.BaeI (1) acnnnngtayc 4184 
M.BamHI (1) ggatcc 4022 
M.BbvCIA (1) cctcagc 1430 



M.BbvCIB (1) cctcagc 1430 
M.BclI (1) tgatca 2949 
M.BmeTI (1) tgatca 2949 
M.BnaI (1) ggatcc 4022 
M.BseCI (1) atcgat 5869 
M.Bsp106I (1) atcgat 5869 
M.BstI (1) ggatcc 4022 
M.Bsu15I (1) atcgat 5869 
M.Cfr9I (1) cccggg 6850 
M.ClaI (1) atcgat 5869 
M.DraIII (1) cacnnngtg 216 
M.EcoKI (1) aacnnnnnngtgc 7212 
M.EcoR124I (1) gaannnnnnrtcg 3858 
M.EcoR124II (1) gaannnnnnnrtcg 2864 
M.NgoAV (1) gcannnnnnnntgc 1425 
M.SmaI (1) cccggg 6850 
M.StySPI (1) aacnnnnnngtrc 7212 
M.TaeII (1) tgatca 2949 
M.XcmI (1) ccannnnnnnnntgg 3106 
M.XcyI (1) cccggg 6850 
M.XmaIII (1) cggccg 1150 
MamI (1) gatnnnnatc 5880 
MlaI (1) ttcgaa 2537 
Mlu23I (1) ggatcc 4022 
MluB2I (1) tcgcga 837 
MvrI (1) cgatcg 7503 
NblI (1) cgatcg 7503 
NdeI (1) catatg 4432 
NruI (1) tcgcga 837 
Nsp29132II (1) ggatcc 4022 
NspSAIV (1) ggatcc 4022 
NspV (1) ttcgaa 2537 
OkrAI (1) ggatcc 4022 



Pac25I (1) cccggg 6850 
PacI (1) ttaattaa 6858 
PaeBI (1) cccggg 6850 
PaeI (1) gcatgc 3028 
PauI (1) gcgcgc 717 
PciI (1) acatgt 8763 
PfaAII (1) catatg 4432 
PfaAIII (1) gcatgc 3028 
Pfl8I (1) ggatcc 4022 
PgaI (1) atcgat 5869 
PlaII (1) ttcgaa 2537 
Ple19I (1) cgatcg 7503 
PmaCI (1) cacgtg 294 
PmlI (1) cacgtg 294 
PpaAI (1) ttcgaa 2537 
PspAI (1) cccggg 6850 
PspALI (1) cccggg 6850 
Psu161I (1) cgatcg 7503 
PvuI (1) cgatcg 7503 
Rme21I (1) atcgat 5869 
RshI (1) cgatcg 7503 
RspLKI (1) gcatgc 3028 
RspLKII (1) ggatcc 4022 
SanDI (1) gggwccc 1940 
Sbo13I (1) tcgcga 837 
SdiI (1) ggccnnnnnggcc 8995 
SenPT16I (1) cggccg 1150 
SfiI (1) ggccnnnnnggcc 8995 
SfuI (1) ttcgaa 2537 
SgrAI (1) crccggyg 3798 
SmaI (1) cccggg 6850 
SolI (1) ggatcc 4022 
SpaHI (1) gcatgc 3028 



SpeI (1) actagt 2218 
SphI (1) gcatgc 3028 
SpoI (1) tcgcga 837 
Sse1825I (1) gggwccc 1940 
Sse8647I (1) aggwcct 3548 
Ssp1I (1) ttcgaa 2537 
Ssp27144I (1) atcgat 5869 
SspI (1) aatatt 7068 
SspRFI (1) ttcgaa 2537 
SurI (1) ggatcc 4022 
SviI (1) ttcgaa 2537 
XcmI (1) ccannnnnnnnntgg 3106 
XcyI (1) cccggg 6850 
XmaCI (1) cccggg 6850 
XmaI (1) cccggg 6850 
XmaIII (1) cggccg 1150 
XmaJI (1) cctagg 9042 
XorII (1) cgatcg 7503 
ZhoI (1) atcgat 5869 

 


